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NTDB id 288188 DB281 RS00645 WP 029346610.1 .......MSKLKEKREKIVVSMERVNKEEAIELARVQIEKTFGKGSLIKMGESPVGKGIKSISSGSIVLDEALGIGGYPR 73
NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.....KT..NFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPK 72
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.....PK..KLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.....PK..KLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.....PK..KLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.....PK..KLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.....PK..KLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.....PK..KLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPK 71
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.....LK..KNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPK 71
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.....IK..KTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPK 71
NTDB id 115 BSU 16940 NP 389576.2 .......................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPR 56
NTDB id 625 LCA RS02525 WP 011374196.1 .....................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPR 58
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDA..TKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGIPR 70
NTDB id 1245 Cj1673c YP 002345041.1 ......................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGVPK 57
NTDB id 1211 C694 RS00795 WP 000963128.1 ....................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPK 59
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ....................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPK 59
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MA..KT..ETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPK 66
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNN..TV..VKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGLPM 74
NTDB id 1130 NGFG RS03960 WP 003688695.1 ......................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPR 58
NTDB id 1124 NGFG RS03960 WP 003688695.1 ......................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPR 58
NTDB id 1123 OK783 RS03845 WP 003688695.1 ......................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPR 58
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG..........K..KAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGLPR 66
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ......................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPM 57
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ......................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPM 57
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ......................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPK 57
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ......................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPK 57
NTDB id 1205 PSJM300 05545 AFN77183.1 ......................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPK 57
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NTDB id 288188 DB281 RS00645 WP 029346610.1 GRIIEIFGPESSGKTTLTLQAIAEVQKEGGIAAFIDAEHALDPVYAKALGVNVSELWLSQPDTGEQALEIAEHLIRSGGI 153
NTDB id 600 KW2 RS01765 WP 011675413.1 GRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAV 152
NTDB id 269 KZH43 RS08665 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 228 SPD RS09265 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 194 SPR RS08825 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 159 SP RS09750 WP 001085462.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 499 SM12261 RS08315 WP 078228268.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 453 Spy49 1753c ACI62003.1 GRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 408 SMU RS09530 WP 002262392.1 GRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAV 151
NTDB id 115 BSU 16940 NP 389576.2 GRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAV 136
NTDB id 625 LCA RS02525 WP 011374196.1 GRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAV 138
NTDB id 1313 DR RS12030 WP 010888966.1 GRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSGAI 150
NTDB id 1245 Cj1673c YP 002345041.1 GRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSGAV 137
NTDB id 1211 C694 RS00795 WP 000963128.1 GRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGI 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGI 139
NTDB id 1334 RA0C RS04870 WP 004918236.1 GRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGV 146
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSGAV 154
NTDB id 1130 NGFG RS03960 WP 003688695.1 GRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGI 138
NTDB id 1124 NGFG RS03960 WP 003688695.1 GRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGI 138
NTDB id 1123 OK783 RS03845 WP 003688695.1 GRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGI 138
NTDB id 1427 RS RS02760 WP 011000510.1 GRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSGSV 146
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAV 137
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAV 137
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAI 137
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAI 137
NTDB id 1205 PSJM300 05545 AFN77183.1 GRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAV 137
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NTDB id 288188 DB281 RS00645 WP 029346610.1 DLIVVDSVAALTPKLEIDGEMGDSQIGLQARLMSKALRKITGILSKSNTCIMFINQIRMRIGIM.FGNPETTTGGNALKF 232
NTDB id 600 KW2 RS01765 WP 011675413.1 DLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGRALKF 231
NTDB id 269 KZH43 RS08665 WP 001085462.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKF 230
NTDB id 228 SPD RS09265 WP 001085462.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKF 230
NTDB id 194 SPR RS08825 WP 001085462.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKF 230
NTDB id 159 SP RS09750 WP 001085462.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKF 230
NTDB id 499 SM12261 RS08315 WP 078228268.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKF 230
NTDB id 527 SMSK321 RS11065 WP 001085454.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKF 230
NTDB id 453 Spy49 1753c ACI62003.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKF 230
NTDB id 408 SMU RS09530 WP 002262392.1 DLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGRALKF 230
NTDB id 115 BSU 16940 NP 389576.2 DIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGRALKF 215
NTDB id 625 LCA RS02525 WP 011374196.1 DILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGRALKF 217
NTDB id 1313 DR RS12030 WP 010888966.1 DVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTTGGRALKF 229
NTDB id 1245 Cj1673c YP 002345041.1 DLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTTGGNALKF 217
NTDB id 1211 C694 RS00795 WP 000963128.1 DLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKF 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 DLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKF 219
NTDB id 1334 RA0C RS04870 WP 004918236.1 DIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGNALKF 225
NTDB id 1389 A4U84 RS07560 WP 021112712.1 DVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTTGGNALKF 233
NTDB id 1130 NGFG RS03960 WP 003688695.1 DMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKF 217
NTDB id 1124 NGFG RS03960 WP 003688695.1 DMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKF 217
NTDB id 1123 OK783 RS03845 WP 003688695.1 DMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKF 217
NTDB id 1427 RS RS02760 WP 011000510.1 DLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTTGGNALKF 225
NTDB id 1165 A1552VC RS01565 WP 000344154.1 DVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKF 216
NTDB id 1142 GTF74 RS11550 WP 000344154.1 DVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKF 216
NTDB id 1022 ACIAD RS06390 WP 004925639.1 DLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKF 216
NTDB id 1074 ABD1 RS10195 WP 000344167.1 DLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKF 216
NTDB id 1205 PSJM300 05545 AFN77183.1 DVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGNALKF 216
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NTDB id 288188 DB281 RS00645 WP 029346610.1 YASLRLEVRKIEQITRS..GSSDDVIGNKIRVKIVKNKVAPPFRKVELVIYFGKGISREVGILDAALKHNLIQKTGSWYS 310
NTDB id 600 KW2 RS01765 WP 011675413.1 YASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAWFA 310
NTDB id 269 KZH43 RS08665 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 228 SPD RS09265 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 194 SPR RS08825 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 159 SP RS09750 WP 001085462.1 YASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 499 SM12261 RS08315 WP 078228268.1 YASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 527 SMSK321 RS11065 WP 001085454.1 YASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYS 309
NTDB id 453 Spy49 1753c ACI62003.1 YASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAWFS 309
NTDB id 408 SMU RS09530 WP 002262392.1 YSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAWYS 309
NTDB id 115 BSU 16940 NP 389576.2 YSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSWYS 290
NTDB id 625 LCA RS02525 WP 011374196.1 YSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSWYS 292
NTDB id 1313 DR RS12030 WP 010888966.1 YASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGSFYS 305
NTDB id 1245 Cj1673c YP 002345041.1 YASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGAWFS 292
NTDB id 1211 C694 RS00795 WP 000963128.1 YASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLS 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 YASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLS 294
NTDB id 1334 RA0C RS04870 WP 004918236.1 YASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSWFS 305
NTDB id 1389 A4U84 RS07560 WP 021112712.1 YASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGAWFS 308
NTDB id 1130 NGFG RS03960 WP 003688695.1 YSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYS 292
NTDB id 1124 NGFG RS03960 WP 003688695.1 YSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYS 292
NTDB id 1123 OK783 RS03845 WP 003688695.1 YSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYS 292
NTDB id 1427 RS RS02760 WP 011000510.1 YASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGAWYS 300
NTDB id 1165 A1552VC RS01565 WP 000344154.1 YASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYS 291
NTDB id 1142 GTF74 RS11550 WP 000344154.1 YASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYS 291
NTDB id 1022 ACIAD RS06390 WP 004925639.1 YASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAWYS 291
NTDB id 1074 ABD1 RS10195 WP 000344167.1 YASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAWYS 291
NTDB id 1205 PSJM300 05545 AFN77183.1 YASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWYA 291
consensus !***!***!* * ** ****!**!!!*!*!!* * ****!*!*** **** ** *** ! !****
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