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NTDB id 28807 CCV52592 RS02465 WP 011991975.1 MDLIQTNNNIVQAPPRPTNTDIQTLLKTVVFNKASDLHLVARSEPQIRIDGTLRPLELGILSGKDIETLCYALITDAQKS 80
NTDB id 1307 DR RS10055 WP 010888596.1 ...............MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQR 65
NTDB id 1116 NGFG RS10615 WP 003690200.1 ...................MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRK 61
NTDB id 1086 NMV RS00245 WP 002218487.1 ...................MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRK 61
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ...................MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRS 61
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ...................MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRS 61
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ...................MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRK 61
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ...................MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRK 61
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...................MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRK 61
NTDB id 1202 PSJM300 01600 AFN76400.1 ...................MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRK 61
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ...................MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRR 61
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
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NTDB id 28807 CCV52592 RS02465 WP 011991975.1 ELENNKELDFAIELPSIGRFRGNYYYTMNGDLAAAFRIIPIEIPSLDELKSPQIFKDIIKREKGLILVTGPTGSGKSTTL 160
NTDB id 1307 DR RS10055 WP 010888596.1 IFEEKRELDFSFALGDKARFRVNAFMQ.RGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTL 144
NTDB id 1116 NGFG RS10615 WP 003690200.1 IYQQNLEVDFSFELPNVARFRVNAFNT.GRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTL 140
NTDB id 1086 NMV RS00245 WP 002218487.1 IYQQNLEVDFSFELPNVARFRVNAFNI.GRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTL 140
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EYEEKLEVDFSFELPNVGRFRVNAFHQ.ARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTL 140
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EYEEKLEVDFSFELPNVGRFRVNAFHQ.ARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTL 140
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EYEEFFETDFSFEIANLARFRVNAFNQ.SRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTL 140
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EYEEFFETDFSFEIANLARFRVNAFNQ.SRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTL 140
NTDB id 1194 PAKAF RS01995 WP 003084552.1 DFEEFLETDFSFEVPGVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTL 140
NTDB id 1202 PSJM300 01600 AFN76400.1 DFEEFLETDFSFEVPGVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTL 140
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DYEEKLETDFSFEVPNLARFRVNVFNQ.NRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTL 140
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DYEEKLETDFSFEVPNVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DYEEKLETDFSFEVPNVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DYEEKLETDFSFEVPNVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
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NTDB id 28807 CCV52592 RS02465 WP 011991975.1 AAMLNEINLNYRKHIITIEDPVEFVHSNKKALFSHRNIGTDTHSYARALKFSLREDPDIILVGEMRDKETISIAITAAET 240
NTDB id 1307 DR RS10055 WP 010888596.1 ASMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAET 224
NTDB id 1116 NGFG RS10615 WP 003690200.1 AAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAET 220
NTDB id 1086 NMV RS00245 WP 002218487.1 AAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAET 220
NTDB id 1185 GTF74 RS11940 WP 000350195.1 AAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAET 220
NTDB id 1176 A1552VC RS01160 WP 000350195.1 AAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAET 220
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAET 220
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAET 220
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1202 PSJM300 01600 AFN76400.1 AAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1020 ACIAD RS04210 WP 011182164.1 AAMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
consensus !******! ** !!*!*!!!*!!*! ********!*****!*** !!***!!**!!*!!!!!*!!*!!!**!*!!!!!



logo GHLVMFGTLHTSNTGSAI
P
T
A
E
Q
K
S
TVINDRVIVIDSVFDPEGAGSEQDEQKALESDQMI

VRNTVASQMLASNVENSLVRTQSAVMVITASQQKNSTL ILPKTRKAHEITDVNNKGQNGGRCVLAI
C
S
A
Y
L
HE I LMMLINCAGI

N
T
M
G
PAVIARANL IREGDNKTIVFHTA

NTDB id 28807 CCV52592 RS02465 WP 011991975.1 GHLVFGTLHTNSAIQTINRIVDSFDGSEQLQVRNMLSVSLTAVISQSLLPK.TNGGRCAIHEILINNMAVANLIRENKVH 319
NTDB id 1307 DR RS10055 WP 010888596.1 GHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTF 304
NTDB id 1116 NGFG RS10615 WP 003690200.1 GHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKIT 300
NTDB id 1086 NMV RS00245 WP 002218487.1 GHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKIT 300
NTDB id 1185 GTF74 RS11940 WP 000350195.1 GHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVA 299
NTDB id 1176 A1552VC RS01160 WP 000350195.1 GHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVA 299
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIA 299
NTDB id 1259 GCO85 RS10305 WP 010947729.1 GHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIA 299
NTDB id 1194 PAKAF RS01995 WP 003084552.1 GHLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVA 299
NTDB id 1202 PSJM300 01600 AFN76400.1 GHLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVA 299
NTDB id 1020 ACIAD RS04210 WP 011182164.1 GHLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVA 299
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVA 299
NTDB id 1060 ABD1 RS04380 WP 000355489.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVA 299
NTDB id 1040 H0N27 RS13360 WP 000355489.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVA 299
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NTDB id 28807 CCV52592 RS02465 WP 011991975.1 QIYSQMQLNQQQTGMCTQTQSLIKAIRGGLITKENALRYSTSQQELLNTMGAGA.......................... 373
NTDB id 1307 DR RS10055 WP 010888596.1 QITSVMQTGA.REGMVTMDAYLAGLFRRHLITYDKGLERAID.PKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSS 382
NTDB id 1116 NGFG RS10615 WP 003690200.1 QINSVLQTGQ.ASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF................................ 347
NTDB id 1086 NMV RS00245 WP 002218487.1 QINSVLQTGQ.ASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF................................ 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 QMYSIIQTGA.AHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................. 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 QMYSIIQTGA.AHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................. 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 QMYSSIQTGQ.AKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................. 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 QMYSSIQTGQ.AKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................. 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 QMYSAIQTGG.SLGMQTLDMCLKGLVAKGLISRENAREKAKI.PENF................................. 344
NTDB id 1202 PSJM300 01600 AFN76400.1 QMYSSIQTGG.SLGMQTLDSCLKGLLAKGLISRDSAKEKAKQ.PENF................................. 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 QMYSSIQTGA.THGMTTLDQSLKQLLAKGIINLPTARAVAKS.PESF................................. 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 QMYSAIQTGA.NHGMTTLDQSLKGLVSRGVISPQTARTAAKQ.PESFL................................ 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 QMYSAIQTGA.NHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL................................ 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 QMYSAIQTGA.NHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL................................ 345
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