
logo

MMNWLQDNQYHWKQKRAYI
R
I
R
F
L
A
W
WA
V
P
S
A
C
A
LVFLLTAGI IAGGMF

I
F
Y
L
W
A
H
Q
T
G
S
K
Q
N
QKEQKPVKTQANEQLLVAPTESASKTETKNPTAVTVKKQETAHNQANADETKSKNEKGTGI FV I

VDIKGAVQV

NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
NTDB id 1294 VP RS04495 WP 021449594.1 ................................................................................ 0
NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQLLATSASKTKPATKKTHQAATKKKGGFVDIKGAVV 80
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQHKKAIILA.ASAAVFTAI...MIFLATGKNKEPVKQA...VPTE..TENTVVKQEANNDESNETIVIDIKGAVQ 71
NTDB id 1127 NGFG RS10560 WP 003703428.1 ................................................................................ 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ................................................................................ 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ................................................................................ 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ................................................................................ 0
NTDB id 28793 CHAB381 RS02225 WP 012108335.1 ................................................................................ 0
NTDB id 1242 Cj0011c YP 002343483.1 ................................................................................ 0
consensus

logo

H
YPGI

VYEP I
M
R
T
T
V
G
S
D
E
TRLVFSEQAVI

L
M
E
K
S
K
N
R
A
GGGAPTSTPDEYAQAMDQETIAKRQRTFVKL INLMLVIKATREQWLHKFIVLQSTADLRGQCTGL IPVL ITVLLYF IPALPTKLSAKLNGEAKAVETDTVEMATKDVKLQMEQLFGLVGILGLQFAPQQIATTSERTQEQASTG

NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ...........................MQIKTKIVTLFLSLCLPTLPLLANAEET......................... 28
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ...........................MQIKTKIVTLFLSLCLPTLPLLANAEET......................... 28
NTDB id 1294 VP RS04495 WP 021449594.1 ..................................MKWILTLCLVVFAPLSLAAD.......................... 20
NTDB id 613 LCA RS05340 WP 231952379.1 YPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQEQASTG 160
NTDB id 105 BSU 25590 NP 390437.1 HPGVYEMRTGD.RVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGG................... 131
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NTDB id 1159 ABDM36 RS04765 WP 001166105.1 APAAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 APAAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1294 VP RS04495 WP 021449594.1 .TKADKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL..... 94
NTDB id 613 LCA RS05340 WP 231952379.1 TSANASSTSDTAKIDLNQADSTQLQT.LNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN.... 235
NTDB id 105 BSU 25590 NP 390437.1 .GSVQSDGGKGALVNINTATLEELQG.ISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK.... 205
NTDB id 1127 NGFG RS10560 WP 003703428.1 .CMLFSCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
NTDB id 1126 NGFG RS09375 WP 003703428.1 .CMLFSCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
NTDB id 1125 NGFG RS07215 WP 003703428.1 .CMLFSCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
NTDB id 1108 NGFG RS06525 WP 003703428.1 .CMLFSCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
NTDB id 28793 CHAB381 RS02225 WP 012108335.1 .LLIFSFSFLFAAVNINTASKEELMT.LKGIGETTAEAIIEYRKEN.KFTKIEDIKNVKGIGDKKFESIKEDIEVKDSKK 83
NTDB id 1242 Cj0011c YP 002343483.1 .LFFALTAFLFGAVNINTATLKELKS.LNGIGEAKAKAILEYRKEA.NFTSIDDLKKVKGIGDKLFEKIKNDITIE.... 79
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