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I
PTEPKNPSDNAS IVLVYR I

VRVALVPVHYLVYDTFDYTLVSTAQAEQYELQRAHQI
VGASRVAS IVSFGRQNL IG I ITEKVDPNSEPSFTGQTFKQLKAP I STADLL

NTDB id 287813 CDG57 RS14245 WP 171488077.1 .MPTENSNAILYRIRVALPVYVYDTFDYTVSAEQYLQAQIGARVSVSFGRQNLIGIITEKVDPNEPFTGQFKLKPITALL 79
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus * *!* * **!!*!!!*!!**!!!!!!!** !! !**! !! *!!!!!!!!!!!!!!!!! !*!!! ! !!*!* !!

logo DEDQAP I LDEQQVLSTLLTWSAQYYQFP IGEVMQSTALPALLRQGKRAPLMDI
VLFHHLWKNI LTPTCHDDNPVEASLLKRSGQKQQYDAYQI LKLHPAH

NTDB id 287813 CDG57 RS14245 WP 171488077.1 DEDAILDQQVLTLLTWSAQYYQFPIGEVMQSALPALLRQGRALDILFHHWNILTHDDPESLLKRSQKQYDAYQILKLHPH 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus !! *!!! !!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!***!*!!!*! ! * ! *! !!!!! !! !!!!!!!!!!*

logo GATTENI LNLSGVETATLKALEQKKGL IVDECQTLEAPHDFSTPMSP I
VQLAQMPLTLPNEDQKKRAI

TQQYI
V
L
V
K
NAQHQQRYQAFLLDGLTGSGK

NTDB id 287813 CDG57 RS14245 WP 171488077.1 GATENILNLSGVETATLKALEKKGLIECQLEAHDFTPMPIQLAQMPLTPNEDQKRAIQQILKAQQRYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus ! !!!!!!!!!!!!!!!!!! !!!!**! !!*!!!*! !*!!!!!!!!*!!!!!*! ! ** !!* !!!!!!!!!!!!!!

logo TEVYLHQI
VMHEVLKQGKQVLVLVPE IGLTPQTI

V
A
SRFKSRFHNCDI

VALLHSGLNDSKRLQAWQHQAQTGKAS I I ILGTRSAIYTP
NTDB id 287813 CDG57 RS14245 WP 171488077.1 TEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTVARFKSRFHCDVALLHSGLNDSKRLQAWQHAQTGKASIIIGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!

logo LPHRLGL I I LDEEHDLSYKQQEGFRYHATRDVALYRGHLHQGNCPVI
LLGSATPS IDSYHYLVESTGKLHTALLEQLNQRAGHTALVLPKMH

NTDB id 287813 CDG57 RS14245 WP 171488077.1 LPHLGLIILDEEHDLSYKQQEGFRYHTRDVALYRGHLHNCPVILGSATPSIDSYYLVESGKLHLLELNQRAGTAVLPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!* !!!*!!!!!!!!!!!*!!!*!!!* ! !!!!!!*!*!!!!!

logo

L
VIDLKI

V
A
VKKKQHNGI SQNPL IDEQIKLNTLAERKEQVL I FLNRRGYAPVLLVCESCGWQANCPHCDAHFTLVHSTQPYSYLHCHHCGTI

V

NTDB id 287813 CDG57 RS14245 WP 171488077.1 VIDLKVAKKKNGISQNLIDQIKLTLERKEQVLIFLNRRGYAPVLLCESCGWQANCPHCDAHFTVHSQPYSYLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus *!!!!* !! *!!!!*!!*!!! !! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!*

logo

H
NRLPDEHCPAECKQHQKQSTLKSTI

LGAGTAKVEEHQLHQELFPDHHDEVIRVDRDSTSRVGSWQKIYDR IQQNKPS I LLGTQMLAKGHHFP
NTDB id 287813 CDG57 RS14245 WP 171488077.1 NRLPDECPACKHQTLKSIGAGTAKVEEQLHELFPHHEVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!*!! ! * *!!**!!!!!!!!!*!*!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HVTLVAI LDIDASGLLSVDI
PRAPERTAQL I IVQVAGRAGRGEHKGHSVYLQSTLRPDHPLMLTTL I EKQDYRAVAKQMTLASERKVALM

NTDB id 287813 CDG57 RS14245 WP 171488077.1 HVTLVAILDIDSGLLSVDPRAPERTAQLIIQVAGRAGRGEHKGSVYLQSLRPDHPMLTTLIEQDYRAVAKQMLSERKVAM 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus !!!!!!!!!!! !!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!*!!!!*!!!!!!*!!!!!! !!!!!!!! ! !!!!!*

logo LPPYRYAVL IVRAVESKDRDYSTLQHQFLMNEAAEQGQLRSAQIAAGDI IVDE IWGP IPAPMERKAGRYRAHMVI LSADRAKRLHFYLRQWWAQQ
NTDB id 287813 CDG57 RS14245 WP 171488077.1 LPPYRYAVLVRVESKDRDYSQQFLMEAAQGLSAIAADIIEIWGPIPAPMERKAGRYRAHMVILSADRAKLHFYLRQWWQQ 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!!!!!*! !!!!!!!* *!! !!! ! !!*!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !

logo

L
VVHALPRQHQLRLS IDVDPQEFS

NTDB id 287813 CDG57 RS14245 WP 171488077.1 VVHLPRQHQLRLSIDVDPQEFS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *!! !!!!!!!!!!!!!!!!!!
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