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NTDB id 1062 ABD1 RS15720 WP 000788345.1 ...MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSP 77
NTDB id 287793 CDG57 RS01995 WP 087539597.1 MKKYSLAFTLIELMIVVAIIGILAAIAYPSYTQYKIRTNRADVQSEMMQIAQRLQSYYVINHNYTN.ARLDNGTVSKAYP 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 .MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYAN.ASLAGLGNAASYP 78
consensus *** *!!!!!*!!!!!!!*!!!!!!*!!! *!*** *!**!!!!*****! !*!****!* ! * !** * * *!
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NTDB id 1062 ABD1 RS15720 WP 000788345.1 LQGKALYTLAFTT.LNDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
NTDB id 287793 CDG57 RS01995 WP 087539597.1 ASGSVYTI...TLAPLDQTWTLTAVPTPSTVQDGNGAVVLNSQGQKCWEKG.TTCSVSASSNWESR 141
NTDB id 1007 ACIAD RS15000 WP 004923844.1 VTGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
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X non conserved

X similar

X ≥ 50% conserved


