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NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQ....SDLSVGS 76
NTDB id 287791 CDG57 RS01910 WP 087539623.1 .......MNTMQKGFTLIELMIVVAIIGILAAIAIPAYQDYTKRAKVTEGIALAAAAKTTVVE.....NAASAARYDLGY 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus *!!!!!!!!!!!!*!!*!!!!!!!*!!!!!!!*!****!** ** ** *** * * * **
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NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGLDG..........KYFAPGG.VTVTPDTGAINIAFDAGA.......NAGKTMTITPTVI............ 124
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLV..........NKA 141
NTDB id 1424 RS RS02795 WP 011000517.1 ............SVFT....PTKNVANLTIAGTGTVPGQITVTYTT......AAG..GGTLALVPTAAGTALPVS..... 127
NTDB id 287791 CDG57 RS01910 WP 087539623.1 ............SAPT....AT...KDVTSVGINNTNGQITITYAA......PVQ.TGGTIILRPYTGTAAAPVALPNST 122
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ............VSPA....AT...PNVQSIAIG.ANGVITITYTA......AAG..GGTIIMTPTLQ............ 111
NTDB id 1274 LPP RS09530 WP 011214168.1 ............VSPA....AT...PNVASIAIG.ANGVITITYTA......AAG..GGTIVMTPTLQ............ 111
consensus ** * *** * !****** * !*!* * !**
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NTDB id 1191 AAC28468.1 484..945( ) ...AASGQISTWTCAPGAAN...............GIETRRLPTSCQ* 153
NTDB id 1188 NELON RS01755 WP 003772458.1 VPAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 ...SAPSGPIMWTCYAQNKAQAASSVA...PSGTMSLAAKYAPAECR. 168
NTDB id 287791 CDG57 RS01910 WP 087539623.1 AAYTPPATQINWACGAAGAA......A...PAVAGTLAAKLAPSNCR. 160
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .....ANGDVTWTCT..................GGTLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 .....ANGDVTWTCT..................GGTLLAKYRPASCRP 136
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