
logo

MSEQNAGKM
V
L
S
D
P
D
NRSTEHI

LEEKNYTWDRLETDTI FAQTDAEADWEKTEFYEQAS ITKVEQDLLKPKALNSAEFYAKGHKLGLDSAEKNSLLAGALTEQLYEYDMES ILMSMRRLEGKI
LY

NTDB id 28639 BCER98 RS05000 WP 011983996.1 MSEQNAGKVLPDRSEIEEKNTWRLEDIFQTDEAWEKEFQAIKELLPKLNEFKGKLGDSAESLLAALQYEDEISMRLGKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ********* * !***!!! !! ! !! !! !! !* !*! * !*! !!! !!*! * !! !*!

logo

T
VYAHSMKRNYDQDTTNVGSLTYQAELYNQADKRAMSNLYSQLVSESASFTAYFI EVPEFI LMAKI

L
D
S
D
Q
E
K
K
LLAQESFKLEQEQENKPEGLGRLVYDEHAYFLEER I

L
L
T
A
R
N
Q
K
R
D
PHVLSEQAE
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NTDB id 28639 BCER98 RS05000 WP 011983996.1 EESLLAEAAEVMSSSSNTFGMLNNADLKFPSIKDENGEEVEVTHGRYIQFLESDDRRVRHDAFHAVYETYGKFKNTFAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
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NTDB id 28639 BCER98 RS05000 WP 011983996.1 NVKYEEAQEILLKSLHVLGDEYVDILKEAYENRWVDVYENKGKRSGAYSSGAYGTNPYILMNWHDNVNNLFTLAHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
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NTDB id 28639 BCER98 RS05000 WP 011983996.1 EGHAVTPDMLTEIYYDLNKTYFGDAVVIDKEIGLEWSRIPHFYYNYYVYQYATGFSAATALSKQILEEGKPAVERYINEF 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAY.LTY 550
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