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NTDB id 28638 BCER98 RS04985 WP 011983993.1 MDIERINDHTMKFFITYVDIEDRGFNREEIWYNRERSEQLFWEMMDEARDYDDFFIDGPLWIQVQALDKGIEVLVTKAQL 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !*!!!!!*!!*!!***! !!!!!!! !!!!!!!!!!!! !!!!*!!! ** **! **!!!!!!!!!!!!!*!**!!!!!!

logo SKDGQKLELP IGPELDKI
K
I
Q
D
E
IPALDSEDS ILDEASLFLDQDQEFLQEKEEGQATVNTNQEFENEKDEGQKTLGQFLVI

L
K
RFEGDFEDVI SLSHKRL INFVENDGI

SKDTQTLYSFE
NTDB id 28638 BCER98 RS04985 WP 011983993.1 SKDGQKLELPIGLDKIIDIPLDESIESLFQQELEEEGTVTNFNEDGTLGFLIKFEDFEDVISLSHRLIFEDIKDQLYSFE 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQE.PASEDLDALLDDFQKEEQAVNQEEKEQKLQFVLRFGDFEDVISLSK.LNVNGSKTTLYSFE 158
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NTDB id 28638 BCER98 RS04985 WP 011983993.1 NRYYVYVEFDEVLHDEEEIDRILSIILEYGEESTLTIHRVSEYGKEIMSEHALETIRKHFPSKT 224
NTDB id 84 BSU 11520 NP 389034.1 NRYYLYVDFCNMT..DEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS.. 218
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