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NTDB id 1440 BW25113 RS02290 WP 000680312.1 MKHGIKALLITLSLACAGMSHSALAAASVAKPT..AVETKAEAPAAQSK....AAV..PAKASDEEGTRVSINNASAEEL 72
NTDB id 1310 DR RS09495 WP 010888490.1 MLPHERLWQVALAAGALLVGGLTLGPALLPRPQLPTVTRTALPPVQADANAEPRTYPTTASVTPLISGRVNLNTASQEQL 80
NTDB id 28617 TSC RS12305 WP 015718357.1 .......MVLGYLLAVALLALFSLWPKLVPKPQPVWVE..........TLA.......EASFEPPAPEPISLNQASLEEL 56
NTDB id 1034 TT RS08100 WP 024119555.1 .......MVLGYLLAVALLGLLALWPKLAPAPLPVRVE..........ALG.......KVAPLPQAQTPVSLNEASLEEL 56
consensus * * **** ***********!** ****!*** !* * * *** ** ** * *****!*!!*!*!
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NTDB id 1440 BW25113 RS02290 WP 000680312.1 ARAMNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL 123
NTDB id 1310 DR RS09495 WP 010888490.1 E.ALPKVGPAMAKKIIA....GRPYHSLADLDRVKGVGEATLRTLTPLVKW 126
NTDB id 28617 TSC RS12305 WP 015718357.1 M.SLPGVGPVLAQRIVA....GRPYARVEDLLRVKGIGPATLERLRPYVRP 102
NTDB id 1034 TT RS08100 WP 024119555.1 M.ALPGIGPVLARRIVE....GRPYARVEDLLKVKGIGPATLERLRPYLRP 102
consensus * *****!***!**!** **!*****!!**!*!*!*************
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