
logo

MGDM
V
H
RLRSALSTTLHNYRNLASPAGTLDNFLPERGI

VTGS IWYGENGAGKTNLLEAAYLALTGLQTDNAPR I
VEQL IVQTARGERTEAGYVRADLHQQSGGSLTS I LQ

NTDB id 28571 DEIMA RS10925 WP 043816679.1 ...MHLRALTTLHYRNLSPATLDLPRGITSIWGENGAGKTNLLEAAYLALTGLTNAPRVEQLVTRGEREGYVRADLHSGGSTSIL 82
NTDB id 1315 DR RS05615 WP 010887732.1 MGDVRLSALSTLNYRNLAPGTLNFPEGVTGIYGENGAGKTNLLEAAYLALTGQTDAPRIEQLIQAGETEAYVRADLQQGGSLSIQ 85
consensus *****! !!*!!*!!!! !*!! ! !*! !*!!!!!!!!!!!!!!!!!!!! ! !!!*!!!* !! !*!!!!!!* !!! !!

logo EVGLAGRGRRHQLVKVDGVRARSTGSDLPRGGSAVWIRPEDSDELVFYGPSPSAGRRAYLDASLLSRLSAVRYAGEHQLSRFYERTLVSTQRNAALKRGSGEETW
NTDB id 28571 DEIMA RS10925 WP 043816679.1 EVGLARGRRHVKVDGVRARSSDLPRGSAVWIRPEDSDLVYGSPSARRAYLDALLSRLSVRYAHQLSRFERTLTQRNAALKSGETW 167
NTDB id 1315 DR RS05615 WP 010887732.1 EVGLGRGRRQLKVDGVRARTGDLPRGGAVWIRPEDSELVFGPPSGRRAYLDSLLSRLSARYGEQLSRYERTVSQRNAALRGGEEW 170
consensus !!!!*!!!!**!!!!!!!!* !!!!! !!!!!!!!!*!!*!*!!*!!!!!! !!!!!! !!**!!!!*!!!**!!!!!!* !! !

logo AMDHVWDDAVLLVKTLGSTE I
LML
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F
MRRRAVLTVRLADELATQRAEAHNATQLGGSHRKPTLATLATLTESTSTPETYALADLARAGRRAEELARGQSTVI

TGPHRDDLALL
NTDB id 28571 DEIMA RS10925 WP 043816679.1 AMDVWDDALVTLGSELMTMRRRVLVRLAELTQAAHTQLGGHKPLTLALTESTTPETYLADLAARRAEELARGQTVIGPHRDDLAL 252
NTDB id 1315 DR RS05615 WP 010887732.1 AMHVWDDVLLKLGTEIMLFRRRALTRLDELAREANAQLGSRKTLALTLTESTSPETYAADLRGRRAEELARGSTVTGPHRDDLLL 255
consensus !!*!!!! !* !!*!*! !!! ! !! !! !* !!! *!*! ! !!!!!*!!!! !!! *!!!!!!!!! !! !!!!!!! !

logo TLDGDLFPAASDFYASRGEAGRTVALALRKRAELDELLREKRFYGEDNPVLL ILDDFTAELDPHNRRQFYLLDLAAHSVPQAI
LVTGTEHLAPGAARLTLRA

NTDB id 28571 DEIMA RS10925 WP 043816679.1 TLDLFPAADFASRGEARTVALALRKAELDLLRERYGENPVLLIDDFTAELDPNRRQFLLDLAHSVPQALVTGTEHAPGARLTLRA 337
NTDB id 1315 DR RS05615 WP 010887732.1 TLGDFPASDYASRGEGRTVALALRRAELELLREKFGEDPVLLLDDFTAELDPHRRQYLLDLAASVPQAIVTGTELAPGAALTLRA 340
consensus !! !!! !*!!!!!*!!!!!!!!*!!!*!!!!**!! !!!!*!!!!!!!!!*!!!*!!!!!*!!!!!*!!!!!*!!!! !!!!!
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NTDB id 28571 DEIMA RS10925 WP 043816679.1 ESGTFMPDAAQQPLPAEATP 357
NTDB id 1315 DR RS05615 WP 010887732.1 QAGRFTPVADEEMQA.EGTA 359
consensus ! ! ! ! * **!*!*
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