
logo MIKNKSYFIHI
S
P
R
G
S
I
PASRLAARSESQMMRGYSEQSSSSCAQTKLSARFRLVNTPRARSGFTLVELLVAIA I FA I

VLSLLGWKI
VFDYLLKVRD

NTDB id 285584 DBQ26 RS10535 WP 017482271.1 MIKNKSFHSPGPASRLAARSEQMMRGYSEQSSSSCAQTKLRFVNPRSGFTLVELLVAIAIFAILSLLGWKVFDYLLKVRD 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSS..................SARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRD 62
consensus !!!!! ! * *!!!!!!!! ****************** * * !!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!

logo RNATEQHEVHQLFELQDAYQQI
VLRDTLQI IPLSANQGGQLHRPALE IDNQI

VLRFSKAGVTDPLKQGLSPFER I EYRYDAPDQKKL
NTDB id 285584 DBQ26 RS10535 WP 017482271.1 RNTQHEVQLFELQDAYQQVLRDTLQIIPLSANQGGQLRPALEIDNQVLRFSKAGVTDPLKQGLSPFERIEYRYDPDQKKL 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 RNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKL 142
consensus !! !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo YRLKYSTNLNTSNREQPLSSTLLSQVDEQFYQIMVLTPQEVTKWPEVNIDPTKPDNEFLKRKLPKGIKI
MQLTVAGVNSYEWIYSLNQ

NTDB id 285584 DBQ26 RS10535 WP 017482271.1 YRLKYSNLNTSNREQPLSSTLLSQVEQFQIMVLTPQEVTKWPEVNIDPTKPDEFRKLPKGIKMQLTVAGVSYEWIYSLNQ 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 YRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQ 222
consensus !!!!!*!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!! ! *!!!!!!!*!!!!!!! !!!!!!!!!

logo GDLLSLSKQEQGGNQS
NTDB id 285584 DBQ26 RS10535 WP 017482271.1 GDLLLSKQGGQ 251
NTDB id 1076 ABD1 RS08075 WP 000594585.1 GDLSLSQEGNS 233
consensus !!! !! !
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