
logo MLLKLSPRHRKRPSLHREQSGFSLMI EVLVALLL IVS IGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF
NTDB id 28557 PSPA7 RS24755 WP 012077309.1 MLLKLPRKPLRESGFSLIEVLVALLLVSIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF 85
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF 85
consensus !!!! ****!* !!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FKAKGSAFPTAPSSCTPLPDATI
VKDRLGCWAEQVKKNELPGAAGDLLMNSDEFYYICRSSKPGDCDGKGSMLE IRLAWRGKQGACVNAPADS

NTDB id 28557 PSPA7 RS24755 WP 012077309.1 FKAKGSAFPTAPSSCTPLPDTVKDRLGCWAEQVKKELPGAADLLNSEFYICRSSKPGDCDGKGSMLEIRLAWRGKQGACVNPADS 170
NTDB id 1195 PAKAF RS24020 WP 016253895.1 FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGKQGACVNAADS 170
consensus !!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!! !!!!!*!!! !**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo

G
SADNTSLCHYYTLRVEP

NTDB id 28557 PSPA7 RS24755 WP 012077309.1 GADNSLCHYTLRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 SADTSLCYYTLRVEP 185
consensus !! !!!*!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


