
logo MRAERLRLSEEQGQRI LRLYHLYRLTIGLVLVLL I SSELEDEQVLKLVHPELFHVGSWCYLVFNI LVALFLPPSRQLLP I F I LALT
NTDB id 28555 PSPA7 RS24730 WP 003150028.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEEQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DVLMLCGLFYAGGGMVPSGIGSLLVVAVAIANI LLRGR IGLVIAAAVASLGLLYLTFFLSLSSPDASATNHYVQAGGLGTLCFAAALVI
NTDB id 28555 PSPA7 RS24730 WP 003150028.1 DVLMLCGLFYAGGGMPSGIGSLLVVAVAIANILLRGRIGLVIAAVASLGLLYLTFFLSLSSPDSANHYVQAGGLGTLCFAAALVI 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo QALVRRQEQTETLAEERAETVANLEELNAL I LQRMRTGI LVVDSRLQAS I LLANQAALGLLRQDDQVQRGAVGSLDGRCHSPMLMVHCMKQWRL
NTDB id 28555 PSPA7 RS24730 WP 003150028.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRLSILLANQAALGLLRQDQVRGVGLDRCSPMLVHCMKQWRL 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! ! ! ! ! !!!!*!!!!!!!!

logo NPSLRPPTLKVI
VPDEGPATVQPSF I SLNREDHDQRHVL I FLEDI SQIAQQAQQMKLAGLGRLTAGIAHE IRNPLGAI SHAAQLLQESEE

NTDB id 28555 PSPA7 RS24730 WP 003150028.1 NPSLRPPTLKVIPEGPAVQPSFISLNREHDRHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!!!!!!!!!!*!*!! !!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LDAGAPDRRLTQI IQDQSKRRMNLVI ENVLQLSRRRQAEPQQLDLKDEWLQRFVDEYPGKRLRNDSELHLQLGAGDIHQTRMDPHQLNQVL
NTDB id 28555 PSPA7 RS24730 WP 003150028.1 LDGADRRLTQIIQDQSRRMNLVIENVLQLSRRRQAEPQQLDLKDWLQRFVDEYPGKLRNDSELHLQLGAGDIHTRMDPHQLNQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus !!**!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo SNLVQNGLRYSAQAHGRGQVWLSLARDAPDESDLPVLE IAIDDGPGVPATDKLNNLFEPFFTTESKGTGLGLYLSRELCESNQAR IDYR
NTDB id 28555 PSPA7 RS24730 WP 003150028.1 SNLVQNGLRYSAQAHGRGQVWLSLARDADSDLPVLEIADDGPGVPTDKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NREEGGGCFR ITFAHPRKLS
NTDB id 28555 PSPA7 RS24730 WP 003150028.1 NREEGGGCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!!!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


