
logo MLKKLRNSFLQS ITESPSFLLYHYWWKQDPRVF ILAGAI IVFLAAICLLHGI FVTVLLS IHKFAMPASPSTDEQTSTKE IA I
V
S
T
I
VRPTSTEQDEKVI

VKDHADFLAQADQKQGSGAE
NTDB id 285522 CDG55 RS12355 WP 087537280.1 MLKKLNFQTSSLLHWWKDPVFLGAIVFAACLHGVTLSIKFAMPSPTDTSTKEIAVTVRTSQEKVKDADFLAQADQKGSGE 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !!!! * *!! !*!!**!!* ! *!! ! !*!!!! !** !!!!!!***!** * *!*!!!!!!!!! !!!

logo FREQAQHLRMSSDNMSPASPMEPASDASTTGEASEQLESTLEKVQQKQRELKFEEKVLMTVLSWQKQAVEEQSTEQRKKATLDEEQLQSQFQAKAAMVAS
NTDB id 285522 CDG55 RS12355 WP 087537280.1 FRQQHLMSSDMPSPMEADATTGESELESLEKVQQKRELKFEEKVLMTVLSWQKQVEQTERKKTLDELQSQFQAKAAMVAS 160
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !! ! !!! ! !!* !!*!!! !!*!!!!!! !!!!!!!!!!!!!!!!!!! ! * !!! !* !!!!!!!!!!!!!!

logo LEAQYLQRQQDNFSRKQQKRIKTVDGIQAKKQDASAAYLDKFREQKVELYGNRYYPDEEAKQQHQLKSGEVRLMVI LNAEQGGIRAIRL
NTDB id 285522 CDG55 RS12355 WP 087537280.1 LEAQYLQRQQNFSRKQRIKTVDGIQAKQDASAAYLDKFRQKVELYGNRYYPDEAKQQHLSGEVRLMVILNAEGGIRAIRL 240
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!! !!! !*!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!*!!!!!*! !!!!!!!!!!! !!!!!!!!

logo

I
LESSGHP I

VLDEAAKASVRRGAPFGPRFDANNMKKDI SELR I IRTWRFDPAVDEAEFEVH
NTDB id 285522 CDG55 RS12355 WP 087537280.1 IESSGHPILDEAAKASVRRGAPFGPFDNNMKKDISELRIIRTWRFDPVDAEFEVH 295
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMK.DISELRIIRTWRFDPAEAEFEVH 294
consensus *!!!!!!*!!!!!!!!!!!!!!!!*!! !!!*!!!!!!!!!!!!!!! *!!!!!!

X non conserved
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X ≥ 50% conserved


