
logo MNQLYPSQMPRMRFSWI
K
H
R
N
H
N
K
F
Y
I
F
T
V
L
F
L
F
I
F
W
M
A
I
L
F
T
CLLTLSGFVCSI FMSQVP I

Y
SVFSCAQGPSFDQQSNFYDEQAKEWKTVAKQQKQAMHRYDTQQRKLANKSIQTSAPKNSHNSNHYSYNGSLSRKPTPQQKSSQIQSVQSTSKSNTFSNGID

NTDB id 1014 ACIAD RS13855 WP 004924483.1 ......MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHS.LSKPTQQ..........SG 63
NTDB id 285508 CDG55 RS03820 WP 087536599.1 MNLPQPRSKHNFILFIFIFL..S.CFVYVSAQPFDQSYEKWKAQQQARDQQLAKQPNNNYYLSRPTPQKSSQQVSSSTNI 77
NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCL..GVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSK.......ISQTKNFND 71
NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQYSMRFWKNKYFVLIMLCL..GVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSK.......ISQTKNFND 71
consensus ******* ****** ****! ******!*!!*!!!****!!* !* *!**!**********!*** * *********
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 TGVKVNINSATAKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
NTDB id 285508 CDG55 RS03820 WP 087536599.1 QGDKISLNQANLQQLQTLNGVGEKKAQAIVEYRQKNGGFKTVDELVNVKGIGPKLLEKNKARLAL 142
NTDB id 1041 H0N27 RS14740 WP 005124713.1 STGQIHLNQANVNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 STGQIHLNQANVNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
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