
logo MKRNQSKHAGVI LFI SARRIQLFGIS ILMAGLTALIVSAYAI SAMLI FSMALMQPVAYALSLKAADQANVADS ILMEITKSNLIVDKVVPALMANSPQI
L
A
P
D
E
G
D
N
Q
R
G
V
T
R
E
L
I
K
D
R
L
F
V
Q
MFDSNEKGPLVLPAKPQALQPRAQGSAFYTIQI

T
L
Q
E
N
Q
KPAPSR I

L
A
V
I LDLFPIDGSKVATGDQNMQNGKQI

L
A
G
P
K
SDKT

Q
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 285503 CDG55 RS02480 WP 162620847.1 MNHAFRQFSMGAVAIAIMQAASAQVSMTNIVPMSLADQGTEIRVMFNGLPP.QPQAYQLEKPSRLILDFDKTQQNLK..Q 77
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* ******** ** ****************** ***********!***** *!*******! !**!!*** ** * *

logo

A
K
S
L
N
S
K
T

R
K
I
E
P
S
T

L
I
V
T
A
Q
S

V
L
T
G
N
N
S
E
T
L
A
R
H
S
T
S
I
Y
V
T
N
D
I
V
A
S
T
V
E
A
S
A
V
D
K
G
D
K
D
QRATVSRVALTVI ILVENLTDKETRDLTSASVGSAYFSTGTSRTVAEGSNI

N
V
T
L
Y
F
F
S
I
V
LVKVLIGNAGNS ISVAKPSQAPSNTGTVDSALNASTFKEVPARNSTAPVKASPAPASYAKQEPVI

F
K
N
V
I
L

A
T
P
K
N
T
V

P
S
Q
V
A
Y
S
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS.............KEVFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS.............KEVFITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 285503 CDG55 RS02480 WP 162620847.1 ASIPVSTNEASTIDVAADDQRSRLVVNLKEAGAFTTRVEGNTFILKINAVQPVNAVR..................NATVV 139
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATP...................VATSA 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKP...................LPVVS 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKP...................LPVVS 138
consensus *** ********* ** !*!****!** ********!* ****** * *

logo

P
R
V
P
Q
N
A
P
Q
A
G
K
P
Q

R
H
Q
A
E
G
V
I
G
R
K
S
R
NIDGFRQGR I

G
A
K
S
E
D
K
Q
Q
G
G
EGNRLVLVVIDVLQLSDGNPSTTGNLITSPPIVDI

VTQEQVQGGKSEKVIRVLIVDNRTFAMPILKNGI
N
T
Q
K
L
IPADLTANHLRMAVKRRYLDNTVKTSNDFHASTPVASQFISVINTDSMASQYAQNQEDSGKDSKGRKNVTVG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 285503 CDG55 RS02480 WP 162620847.1 RQPQQGVSNIGFQRGKDGEGLVVIDLLGNNTPVDVQQQGSKIVVRTMGNKIPAHLARRLNTNDFATPVASVDAYNDKGNG 219
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus *** *!*!*** **!*!**!* ******!****!************! *!**!*** !!**!! ******* *

logo

S
R
V
M
I
S
TI ELQPSATKSGLDSYDGEHYLFMVAYQTVADNEKNRQKFLMTVIDS IVLFKPRMLPEQTTADNEKDSVENARSIVERLPRQTKNRASSLKAKLYDNKAKNTFPQANVFYSTGEKNRKLI SLNDFQNDIDSE I

VRSARVLQL ILADFTDNSGLINLMVTVASADKTSVQG
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 285503 CDG55 RS02480 WP 162620847.1 VITIQSAGSYEYMAYQAENKLTISLKRPEDKSS.PK.AKAQVYTGNKISLDFQDIEVRRVLQLLADFTSINMVAADTVQG 297
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus ***!***!*!****!!************ * * * * **! **!!*!!*!**!*!!!!*!!!!**!*!**!*!!!



logo

D
NITLHRLQNKNDI

VPWDQVALDLIVI LTKTQKGNLDKRKRLKNGNVLMI LWVIDATPAKVDSASE I
M
L
A
D
I
A
K
R
S
M
AEREDQEQELAEKSAI

V
Q
K
Q
A
T
Q
I
S
A
I
T
E
V

E
KLSEAP I

L
R
Q
R
S
T
D
ELYIKLQVILSKNYAKAGADI EMAGVKLFI

NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 285503 CDG55 RS02480 WP 162620847.1 NITLRLKDVPWDQVLDIVLKTKNLDKRRNGNVIWIAPVSELIKAEEEEAKAIAQSIKLSPIQTEYIKLSYAKAADIEKLI 377
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!*!!**!*!**!!!!**!!!*********** !********** *!*!*****!** !!!!*!! !*

logo

Q
K
T
S
D
Q
V
K
G
K
R
T
Q
S

S
N
D
N
S
S
G
G
S
T
N
Q
S
G
E
L
N
G
Q
S
N
S
HTSGGGTSTSSTGNGPLSNANTNTGAVEDPSLGDNNSVGTSKLELGSGDPRGSKTITSLTQVDAPDRTNSTI

L
W
I
A
I
Y
Q
N
Q
D
P
T
Q
A
G
S

E
T
Q
R
S
K
L
I EDEQLVIRREKI

L
M
V
I
S
K
D
Q
LLDVI SQPVRKQV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 285503 CDG55 RS02480 WP 162620847.1 TQGKNSGSGNSS.........SGPNNNADPLGDSVGSLLSPRGTISTDPRTNTLIINDTSQKIDQIRKMVDLLDVSVKQV 448
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus *** * * * ** *******!!*!**! !!!**************!*****!!**!*!!

logo

L
M
V
I EAR IVSERVANSTVKTGDSYFDSTQKSDE I

M
LGI

V
R
KWGGVIASLYRSHPQKTGGHI LNTQWNSSGNGSTNDNLLEVYGAGKNSDNEGTNLTL IWGNI

L
K
R
D
K
N
E
E
P
DGMDN

T
A
K

C
S
R
K
G
N
D
P
S
E
D
I
T
A
TGSTGCGWAYPTKFAYEPNTTVITVGTSPEKLRSEPPSRDSRNPLFNLVDLAGVA

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSGT..LEGANE.L..........AR....GTAPANVV..PLERRLNLDLAA 495
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSGT..LEGANE.L..........AR....GTAPANVV..PLERRLNLDLAA 495
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
NTDB id 285503 CDG55 RS02480 WP 162620847.1 MIEARIVSASTDFTKEMGVKWGILSQGITSNNDLLVGGSNTTLWNLRKP...TKDSDTGGWKYEI...ERPSNLNVDLGA 522
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNP...DSN.....GTYTI...ERPDNLNVDLGV 517
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP...KKDETTGGYKYTI...ERPDNLNVDLGV 530
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP...KKDETTGGYKYTI...ERPDNLNVDLGV 530
consensus **!!!!! *** *****!**!!****** * ************** * * * * * *** ****!!**

logo

A
K
V
S
T

PLTGAADN
T
A
T
V
P
A
G
T
S
A
G
V
S
R
G
S IGAI

L
F
A
G
F
K
L
L
I STLMNDSNDI

F
I
L
MLDLQELSAMVLEQKSATEDGNRYAGE I

L
V
V
I SQSTPRKLVVIMS

T
S
T
A
N
D
Q
K
E

Q
K
A
TAVKVI LAEKSTGSTVEQQE I

VPFYSQESSATSTGNSTSAGANGTASTPAKSATI
V
T
E
A
SF

NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAF 571
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAF 571
NTDB id 1193 PAKAF RS26665 WP 003161249.1 K.....DA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSF 595
NTDB id 285503 CDG55 RS02480 WP 162620847.1 T.....AVGASRIAFGLISLSDFMLDLELSAVQADGYGEVISTPKVMTADKQTAKIESGTQVPFSSSTGTGANATPKIEF 597
NTDB id 1009 ACIAD RS15175 WP 004923730.1 T.....TTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 1052 ABD1 RS15850 WP 001017033.1 S.....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 1039 H0N27 RS01460 WP 031993779.1 S.....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
consensus * *** !***********!!!*!!!****!**!**!*!*********!** *! **!***** **! * ***!



logo KEKDVAALVLSLDEKNVTPNQS ITPDNGRKVI ILQVMNDEKVLKNQDVIAKTNSNQKDATS IVPDNSASYPGQNVYAQMATLQFPQLNGQEVAFLPPYAI FIL INTKKNMTNEVIQNATKNI
VLVDNDNGQETI

V
I
V
I
LGGI

V
Y
F
S
K
E
N

Q
D
E
T
N
Q
K
T
L
S
M
N
K
N
A
K
V
S
I
V
Q
E
N
T
R
K
I
VPFLFG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
NTDB id 285503 CDG55 RS02480 WP 162620847.1 KDVVLSLDVTPSITPDGKVQMNLDIKKDSIAG.VTPQGQFYFNKNMVNTNVLVNNGETVVLGGIFEQENLNKQTKVPFLG 676
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
consensus !***!!! !!!*!!!!******* * *!** *! **** *****!!**!*!***!!***** * ****!!*!

logo

E
D
I
LPFYVLMVGKIRLFKSRNRKTRDASTQVVIKSTELDANRDKNKRENQELLVI FLIVTPR IMIVTNNDQATAIL ITVASAGIR I

T
N
G
T
H
R
I EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 285503 CDG55 RS02480 WP 162620847.1 DLPFMGKLFRRDSKTENKRELLIFVTPRIVNDTLTRNH.......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus **!**!*!!*** *** **!!!*!*!!!!***** **

X non conserved

X similar

X ≥ 50% conserved


