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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 MRLGLPALAAGLLALRLLPELPSA........GWLLAAAAA....GLLLLFGRLYWLGLFLLGFAWACVSAQAALDGRLAAELDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPV....GLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 RTLWLEGRISGLPASGNGVTRFQLEGVS.SPREALPGRLRLSWRG....................APPLMGGERWRLAVNLKRPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 GLVNTAGFDYEAWLLAQRIGAIGTVKAGERLRPAS............GLDAWRDAWRQRLLAADTQGR.GGALAALVLGDGSGLR 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 ADEWRMLQDTGTVHLMVISGSHISLLAGMLYGLVAGLFR.......LGC..WPRRLPWLPCACGLALAGAWGYGLMAGFEVPVRR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 ACLMVSLALLWRLRFRHLGVSRPLLGTLVLVLLAEPLACLQAGFWLSFLAVALLLWLFA.......GRLGRWRW.......WTAW 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW.......WRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 GRAQWGMALGLAMPSLALGLPLSLSGALANLLAVPWVEMLVVPPALAGSLLLGVPGVGESLLWIAGASLDQLFHLLVLLAGLAGA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 WQPPAATAWGVALGMLGALCWLAPAGLP...VRGLGALLMLPALAPLLRPIEAGYAEVRMLDVGQGLAVLLRTRGHALLYDAGAR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 QGDF.DMGERVVLPVLRSLDLRRLDGLLLSHADNDHAGGAPAVVSRFAPGWVVSGEPAR.......LPSSLAARGCEE.RRWEWD 599
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 GVTFAQWSWA......RADSANDRSCVLRVEARGEVLLLTGDIARAAEYAWLARQG..EPRVDWLQAPHHGSRSSSGEAFVRRTR 676
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 28542 PSPA7 RS10415 WP 012075162.1 PHHVLVSRGWRNAFGHPHAEVVQRYAGIAAQIHDTARDGALTFTLGRGGE..ARGEREAAHFWREK................. 740
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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