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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 28531 ASUC RS09745 WP 012073608.1 ..MAGVNKVIIVGRLGNDPEIRTMPNGEAVANISVATSESWNDRNTGERREVTEWHRIVFYRRQAEIVGEYLRKGSQIYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
consensus *!*!***!*!**!***!****!*!!*****!********* !** * *********** !!*******!!*****

logo

D
EGKQRI

L
K
R
Q
S
TRNKW

Y
E
Q
G
N
D
K
Q
S
D
N
QGI

Q
E
R
D
V
R
F
T
Y
S
A
T
V

Y
T
D
EVIQVGVAQGYNEGNDI

N
S
E
V

F
L
V
M
S
K
Q
F
L
MLDEGPGSKRASTNGQTESTGNQESGQSGMRDGPQSAFAGPDQYGASQGNGFMYNESVNGPANQNQSDENQGSEGSGW

Y
N
GQ

A
S
PAQT

Q
N
Y
F
Y
G
N
G
QGGQNYDS

Q
D
N
S
E
G
N
P
A
F
Y
A
G
Q
T

NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGS.....GGYNEGNSGGG.......QYFGGGQNDNPFG 137
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQNFNSNQSNGS.......Q.......QSGFT 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY...........DEGYGQS...........QEAYQ 130
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY...........EEGYGQS...........QEAYQ 130
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ...GGMNVPAQQGSWGQ................. 140
NTDB id 28531 ASUC RS09745 WP 012073608.1 EGRLRTRKWQDQNGQDRYTTEIQG....DVMQMLDSRNSQGGDFA.........PQN......................T 123
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.DFG.........GNQGSGWNQAPAQTNYNQGGYSDNYA 144
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NTDB id 113 BSU 40900 NP 391970.1 GNQNNQRRNQGNSF.........NDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 SPQQTGNAPAANNT.........QADPFANNGQAIDISDDDLPF 170
NTDB id 1131 NGFG RS05740 WP 003695064.1 RPAQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 RPAQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PQQPAKQHQPMQQS......APQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 28531 ASUC RS09745 WP 012073608.1 APQQYSRSSAPRQQT......APKP..AAQPEPPMDNFDDDIPF 159
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNGGNATRPQP......AQKP..AAQAEPPMDNFDDDIPF 180
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