
logo MKKVMLSKRTYLFLTLTFSGSVVLMLCFMGASLAFVGSVANSFSTASTLFAAEEQKANVGTATXQSTAEPEHQASTDPVVKTQTVMQTAQEPQAVQAAEVAPTPQAKSVANVSANDVKVLNINSTATASE I SQDKKSL ITVGIGAKKAQEAIVEQYREK
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYT.FSLLFG.LFSATTFAEEKVTTSTEHTPV.VMQQVAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREK 82
NTDB id 28530 ASUC RS09710 WP 012073601.1 MKVLKTLLLSGLMMGSLAGNFALAAEQNGA..PEADVKQTQPVAEPQSVAADKLNINSATASEISKSLIGIGAKKAEAIVQYREK 83
NTDB id 1362 HI 1008 AAC22669.1 ...MKTLFTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREK 82
consensus ** **** * ** ! ! ***!*!* * * * ! * ** * ! ****!!!*!!!!!!***!*!!!!!!!*!!!*!!!!
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NTDB id 1382 A4U84 RS07375 WP 062924234.1 NGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 28530 ASUC RS09710 WP 012073601.1 HGNFTEAEQLLEVQGIGKATLDKNRDRLSF. 113
NTDB id 1362 HI 1008 AAC22669.1 HGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus *!*! **!!!*!!*!!!!!!!*!!!!****
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