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NTDB id 28527 ASUC RS09250 WP 012073518.1 MRAALKGFTLVEVLLVISIMGLLAQLAFPAWQKSNAQMILSKEQHKLYLFLRRIQARVENSSDIWLIIANQNASGKKWCFTAQIK 85
NTDB id 1350 HI 0938 AAC22602.1 ...MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQVK 82
consensus *** !! !!!!*!* * !* * * ! ! ! * !! !!!!*!!!!!! !!!! !!!!**! ** ! ! !! !!!*!
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NTDB id 28527 ASUC RS09250 WP 012073518.1 NDYVCDCFSPSLCPKHIAAQFYTPYFPEKTTLISRQYYPSEITKFNGIRNTSPSGCFVLQADSSRTLFSFSNLGTLKLKDYQSLS 170
NTDB id 1350 HI 0938 AAC22602.1 NNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRVKTNQFDS 167
consensus ! !!! ! !!!** !*!! !!!! !! * !** !! !!!*! !!!!! ** !!*!!!* !!!! ! !*!****! ! !

logo ACNTTGNE
NTDB id 28527 ASUC RS09250 WP 012073518.1 ACTTGNE 177
NTDB id 1350 HI 0938 AAC22602.1 ACN.... 170
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