
logo

MKLNL
M
E
I
K
T
F
LVLVGLCL IAVAGDVLSTI

LLFLPGQPSLRLLPSLWDQSVALFLGVIALVL
V
I
LF ILF I FVLNRARNYFLYSVRRKPSLRAFFS IVALSLGLGGCVGLVAGI

Y
F
SHTYQSALHSLFSEQ

NTDB id 28525 ASUC RS08940 WP 049752192.1 ....MEKFVLGCIAGVLSILFLPGSRLLSLDSLFG....VLFIFIVLNAYFYSRRKPRAFSIALLGLGGCVGVAISHTQALHLFE 77
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFLFIFLRRNFLV...SLAFFVAS........LGYFHYSALSLSQ 74
consensus ***** !* *! * !**!!!! * !!* ******!*!! ! ! **** !! *! ********** ! !!*!

logo QAQANI
V
S
T
A
V
Q
R
K
N
I
Q
T
V
A
V
E
TFKR IQEKI

V
L
QHQSGQDYQTAL IAVRTANTLENNALNQERQLR I

N
F
Y
L
V
N
TWKNANKPELPVPVKQALGSE IWQRALE I

M
R
S
L
QRPSLSASRLNFQGGFSDRQAQWYFS

NTDB id 28525 ASUC RS08940 WP 049752192.1 QAQAVSVRNITAEFRIQKVQHSGDYQTAIVRNT....ANRQLNYVTWNNPLPVKAGEIWRLEMRQRPLSSRLNQGGSDRQAWYFS 158
NTDB id 1359 HI 0061 AAC21739.1 QAQNITAQKQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDRQQWYFS 159
consensus !!! ** !*!! * ! !!!! ! !**** * ! ** ! * ** !!! !* !*!! !!! !! !!! !!!!

logo

K
QGITATVGTVKSAVKIARDDVFSSLWRAEETKRFLHQQAVFKEKQRTAEAGLSLQQGLL ILALAGFGERAWLDSKPETI

T
R
W
K
S
I
VYQQRTNTAHL IA I SGLHIGLAMGMI

LGFT
NTDB id 28525 ASUC RS08940 WP 049752192.1 QGITATGTVKSAVKIRDDFSWRETRFHQAFERTAALSQQGLLLALGFGERAWLSPEIRKVYQRTNTAHLIAISGLHIGLAMMLGT 243
NTDB id 1359 HI 0061 AAC21739.1 KGITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAMGIGF 244
consensus !!!! !!!!!!!!! ! ! ! * *! ! *!! !!!!*!!*!!!!!!! * *!! !!!!!!!!!!!!!!!!!! *!

logo

C
VLAGRVLVQFVFFLPTI

R
F
R IHSPLYFPLFVFTGVLSFLALWIYAVNYLAGFASVPSTFSRAI

L
L
SALLVFLVLTFGI

L
Q
R
I
M
M
TRGRHYCYSAP I

WQFLF ITLYGVVAGFLLLFLCSDNPLMPVLSV
NTDB id 28525 ASUC RS08940 WP 049752192.1 VLGRVLQFFLPTIRISPLFPLFTGVSLAWIYVNLAGFAVSTSRALLALLLVTGLRMTRGYCSAWQLFIYGVALLLLSNPLMVLSV 328
NTDB id 1359 HI 0061 AAC21739.1 CLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTLVVGFLLFCDPLMPLSV 329
consensus *!*!!*! ! !! !*! !!! !! ! !! !!!! !*! !!* !!* ! * * ! **!* ! ! !* !! * !!!*!!!

logo

G
SFWLSACGAVFGCL ILLWYR I

Y
F
VPFLRSALFVQRWKRNRPFIPSPVKVRWI FASLFLHLQFGLLLWFLFTPLVQLVAFLFNGFLSLWASGFLALANFL IMAVPFI FYSFLLVPL

NTDB id 28525 ASUC RS08940 WP 049752192.1 GFWLSAGAVFCLILWYRIFPLRAVRWRNRPIPVKVRWIFALLHLQFGLLWLFTPVQVALFNGFSWAGLAANLIAVPFFSFLLVPL 413
NTDB id 1359 HI 0061 AAC21739.1 SFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANFMAVPIYSFLLVPL 414
consensus !!!!*!!! !!*!!!! ! !*!!! **!!!!!! ! !!!!!!! !!!*!* !!!! ! ! !! *!!! *!!!!!!!

logo

I
VLFAVFLTDNGATGMAFSTWQI

LADNKQLAEQGWIATGRL IMSRVFDQGNYWLTVSEFKNLTAGLWGI LTALCLATGLCI FLLML
M
F
I IRWNR I

LYRELPAE I
Q
P
S
A
S
P
S
N
S
L
W
P
Q
I
S
H
K
R
T
PSLA

G
G
KFFSLTFL

NTDB id 28525 ASUC RS08940 WP 049752192.1 VLFAVLTDGAGATWQIADQLAQWIARLIMRFDGYWLTVSEKTGWILTALLTLCLLMFIRRLYRELAQPAPSLPSHTPSLGGFSLF 498
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NTDB id 28525 ASUC RS08940 WP 049752192.1 SENKPA...ELSGIVIGCLLLLSLCGGRLAYLWLQEPDWRVETLDVGQGLATLIVKNQRAVLYDTGVAWEGGSMAEIEILPYLQR 580
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