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NTDB id 1381 A4U84 RS02010 WP 021113424.1 .VNPSASVALQIAAINSRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVLGLEVTPH 312
NTDB id 28520 ASUC RS03570 WP 012072441.1 ATMPAGSVALQVAKINGRLLDLELTALEQEKNVEIIASPRLLTTNKKAASIKQGTEIPYVVTNGKNDTQSVEFREAVLGLEVTPH 337
NTDB id 1347 HI 0435 AAC22094.1 TTTPAGSIALQVAKINGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPH 328
NTDB id 1373 NTHI RS02645 WP 011272046.1 TTTPAGSIALQVAKINGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPH 328
consensus ***!**!*!!!*!*!!*!*!!!!!*!!!*!*!*!!!!!!!!!!!*!!*!!!!!!!!!!!************!!!!!!!!!!!!!!

logo I SQKNQDNAQNI LMLDLATL IVSQNSPNGNSQR I
V
N
S
AYGEQNNSTEMVVTS IDKQE IKNTQVLFAKHDGETIVLGGI

VFQHHDLTVIATKGSSENDKVPVLLGSDIPVIKHRLFGSNQKHSEQSDE
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