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NTDB id 1440 BW25113 RS02290 WP 000680312.1 MKHGIKALLITLSLACAGMSHS.ALAA....ASVAKPTAVETKAEAPAAQSKAAVPAKASDEEGTRVSINNASAEELARA 75
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ........MKWMLTLCLLILAPMSWAE.TKTK........................ADKYEGIEITVNVNSATAQEIATL 47
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTK.IVTLFLSLCLPTLPLLANAEETAPA........................AQVEEGIVITVNINTASAEELATL 55
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTK.IVTLFLSLCLPTLPLLANAEETAPA........................AQVEEGIVITVNINTASAEELATL 55
NTDB id 28510 HICON RS00600 WP 006995651.1 MKLMKT.LFTS.VVLCGALVVSSSFAEEKATEQTAQ..PVVATQA.........EAQIALAVVSDKLNINTATASEIQKS 67
NTDB id 1362 HI 1008 AAC22669.1 ...MKT.LFTS.VVLCGALVVSSSFAEEKATXQTAQ..SVVTTQA.........EAQVAPAVVSDKLNINTATASEIQKS 64
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSR.Y.TF.SLLFG.LFSATTFAEEKVTTST.EHTPVVMQQ...........VAATQKVNANVVNINTATASEIQDK 64
NTDB id 1459 ASU2 RS10590 WP 015674357.1 MKTPSK.L.GL.SLLIG.MLSTGVLAAEKTKPSVTEPTPVVQNAQAT....SPEHSHAEMTNNANLVNINIATAAEIQDK 72
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NTDB id 1440 BW25113 RS02290 WP 000680312.1 MNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL. 123
NTDB id 1395 DSB67 RS04445 WP 010649155.1 LIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 LKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 LKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 28510 HICON RS00600 WP 006995651.1 LTGIGAKKAEAIVQYREKHGNFTNAEQLLEVQGIGKATLEKNRDRIIF. 115
NTDB id 1362 HI 1008 AAC22669.1 LTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 LVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1459 ASU2 RS10590 WP 015674357.1 LVGIGAKKAQAIVEYRTKNGAFSSLEQLTDVSGIGKATLDKNRDRILLQ 121
consensus * !*! !!!**!!*!!* ! ! ** !* ! !*! *****! *****
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