logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
284810 SPWS13 RS14180 WP 011787902.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
284810 SPWS13 RS14180 WP 011787902.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
284810 SPWS13 RS14180 WP 011787902.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
284810 SPWS13 RS14180 WP 011787902.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

ok s el BT B e

B
............... M
...... MAKNGGFS@F
...... MAKNGGFSEF
............... M
MATATTVKKPRPKK.E
............... M

::::::::::::::!
¢¥?ED

A
A

TFTH

IRTRQLATM

FTRQ ATM
FTRQL TM
FTRQL TM
F RQLATM

ATRQ ATM
FTRQ ATM
FTRQLATM

FTRQLATM
kk Dlksrrl lerll

5sle RN

AMYKE
DTk xokook Dk x|

allrovk 1Ll

S
EXXPe

S
Is

AR

S

RAIS
ATQTLPEXNER LT KEBAGSVSELAR . LTH
KTIAPQEXNMR . A Q JIGSISFITK.ISH
.. .INKKEKRIATBRERHS ASDISLEN MA@ E K KIMARREIRPLOETRVET . . . . . SSK
.. . JNKKEKRIYTBRERHS ASDISLUN MA@ E AWK KA SREIRPLOETRVET . . . . . SSK
DKNEPPHELTIFH . LTINS A DYRCIER v TV KM VI K PHFDR . KN
PKSQPKMFTRE . VINZV)4S QRSN P VMR EUASPFFA . . RNPD
AQKPIKNSV|YT . .. AGIIG
AKKTQVEPVI3A . FEGLLKEA
VKKAQMEP TigA LEGLFK

* * 1 kkokk ok * %

VB Vgl e ol zbicdumaf L Vo s

INAGVP 'VQAIRQ  V© " NHERENAM N LEANTUNSIVE | G (I3L SIMA |/ REWSEN:IFDENL Y\RNT V = ' GE)I

ISAG PL QAFEIVAIGH[&
I3 G PLVQAF TIVAJSG[NS

WAG PL QAFEIVARGHE
NAGVPLVEEEIE T

R[EGIEK LK

kk bk | okokok ok k * %k * kkkk kk ok k| %k ok k% * EE 3 *xk | [

E e o st B AT

FUARZEAIRK EMWWIGAELPAIRT QpyVv - Iy
FUMRZAIK ANMEXNARZP Ladn T\A4D
A

FIQEFGA LPARIT
FIQYFGAELPAFTQ
FANFGAELPAFT! V [
FIRIFGA LPAFTQ V N

K EJRLKEKIKKA IqYPLEYNV FISJFGA LPAFTQ V N

(IS *k |k [ | [ kkckk  Pxl 1 kx Phok b Dok Dokkokok k1 skok

) 8 B ol RS LATTHAL Y A

ESJRGELREE
LKALRKNEFQ IFLK T SRl GINAF ZNENe
PI G LEKAIIA FSRTLAT F AG P
F CRTWATIREAAGVPL DYL STAGA
F ERTINATIREAAGVPL L STAGA
P GEILIMKAINIARF RTL HTFAAG PL

IZMIRINHR NEQM VD REIE F NS
FIQAANR S|2 FRIMWYDR

VAT

144
143
146
146
143
157
142
145
145

224
223
226
226
223
237
222
225
225

304
303
306
306
303
317
302
305
305



) LA DD, 550

Logo v XE ATﬁ VB&EV@X QSL%EA BTTEEF EXiQ

NTDB id 1169 A1552VC RS11075 WP 000648511.1 384
NTDB id 1402 DSB67 RS12670 WP 010643257.1 383
NTDB id 1113 AAA85695.1 219..1451( ) QMEBSIIGEESGSLD MLNKJAIX YEWEVDN A V{ea¥L S)\ I 386
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMEBSIIGEESGFJLD MLNKE\AID 386
NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVIAIGEESGHL [IMLEKVAM YEREV NAVD LS 383
NTDB id 284810 SPWS13 RS14180 WP 011787902.1 QMVIUIIGEESGSLDNMLNKVARRYEW VD AVD LSH 397
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIYNIGEESGILD MLEKVAMN YEWEVDNEVD L [\ 382
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVINIGEESGE\LD ML KVAN YEEVDAVD L B 385
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVINIGEESGE\LDEJML KVAjN YENEVDNAVD L B 385
consensus * E L ! * x| * k1 kb bk PELEEE Dokl Pkl [ ! kPkxbx xk || * %
<0

Ll VR,

NTDB id 1169 A1552VC RS11075 WP 000648511.1 . 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 LG VGGLVEAMYLPIF LISV P 407
NTDB id 1113 AAA85695.1 219..1451( ) GL VAMYLP F LG 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 GIyL VAMYLP F LGl . 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 LG LVGGLVVAMYLPIFILGSRAVERS 406
NTDB id 284810 SPWS13 RS14180 WP 011787902.1 GBLVGGL V MYLPIF iy . 421
NTDB id 1198 PSJM300 03950 AFN76868.1 LG LVGGL AMYLPIF - 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LG LVGGLV AMYLPIF .. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LG LVGGLV AMYLPIF .. 408

consensus

X non conserved
B similar
>50% conserved



