logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108
615
593
277
236
202

BSU 35470 NP 391427.1

LCA RS02545 WP 011374200.1

KW2 RS05130 WP 021037147.1
KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
284740 SK637 RS09525 WP 033689573.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108
615
593
277
236
202

BSU 35470 NP 391427.1

LCA RS02545 WP 011374200.1

KW2 RS05130 WP 021037147.1
KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
284740 SK637 RS09525 WP 033689573.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108
615
593
277
236
202

BSU 35470 NP 391427.1

LCA RS02545 WP 011374200.1

Kw2 RS05130 WP 021037147.1
KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
284740 SK637 RS09525 WP 033689573.1
535 SMSK321 RS10515 WP 000867726.1

consensus

mLWMMMMEMﬂWﬁMMM%MmMy@WﬂL

RRS RS

......... EEERQLAEKLPAMRKEKGKLFCQRCNSTI.
......... EEERQLAEKLPAMRKEKGKLFCQRCNSTIR
......... EEERQLAEKLPAMRKEKGKLFCQRCNSTIR
......... EEERQLAEKLPAMRKEKGKLFCQRCNSTIR
......... EEERQLAEKLPAMRKEKGKLFCQRCNSTIR
......... IAEE QLAEKLPAMRKEKGKLFCQRC SPIR
......... INEERQLAEKLPAMRKEKGKLFCQRC SI\IR
* % ok K ok K ok K ok

e LRI MR g0 DRI

Nl WIGIELTIRYQEK S

NYPVEKNSSFSKELQQTLRSHHLLRT|ARSEFSDEMI . EWHIKNGYITAEN
NNYSLPQIK.R

2a3

ISINGREYROEEIEGQEDQRYFSFYHSSGK
FLEVSE ..

% % % %k %k % EREN N T

rBSE Lo TR 1

A SKIeAIRL. NAVMGAGKTEM
VVEENQKs8sl  INAVTGAGKTEM Q[
LEQE] oY )AL V[NAVTGAGKTEMIYQ

GAYYCRECLLMKRVRSDQ
GAYYCRECLLMKRVRSDQ

BDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQV
MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQV
MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQV

ADVLKWRGQLTPFQEKVSEGLLQEVDKQKPTLVHAVTGAGKTEMIYQV

GAYYCRECLLMKRVRSDQ
GAYYCRECLLMKRVRSDQ

GIYYCRECLLMKRVRSDQ

*ok ok | kok | * 1 * %k Xk EERENE N

Dl A S A ALY o L SENERPL TR

ES A QL RTGNEZ TN VAN A PiRK A A QGHED IFAMY[EGSDBKGRLEIH
IGMIHVCLA PR JVCLELY|JRLQEVAFENEEENTT. HGE[M EPY)RYTELV

LVA
VELASPRIDVC ELE{NRLERIDF C[NIPELLEEIE
VAKVINAGGAVCLASPRIDVCLELYKRLQQDF C Ip
VAKVINAGGAVCLASPRIDVCLELYKRLQQDF C IR
VAKVINAGGAVCLASPRIDVCLELYKRLQQDF C IP
VAKVINAGGAVCLASPRIDVCLELYKRLQQDF C IP
VAKVINAGGAVCLASPRIDVCLELYKRLQEDFCIHIR
VAKVINERIGGAVCLASPRIDVCLELYKRLQQDFFACIAI
VAKVINAGGAVCLASPRIDVCLELYKRLQDFEICIATR
ok ok ook okokok | kx| [ | Pl D b | * *

* 1k | skskkox * %k %

ALl
ke 5 By

NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP
BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP
BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP
ASEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP
BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFP
* [y I N R oy ey

159
140
144
133
133
133
133
133
133
133

239
220
222
211
211
211
211
211
211
211



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
284740 SK637 RS09525 WP 033689573.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
284740 SK637 RS09525 WP 033689573.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

108 BSU 35470 NP 391427.1

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

507 SM12261 RS09240 WP 000867722.1
284740 SK637 RS09525 WP 033689573.1
535 SMSK321 RS10515 WP 000867726.1

consensus

D1 e T L ML A L @ LS m

EDNEMLYjgA BN JKMNGERN LTATSTPJSLD
YVDNPMLYHAVKNSVKENGLRIFLTATSTIELD GELKRLNLPRRFHGNPLIIPKP WLSDFNRYL

YVDNPMLYHAVKNSVKENGLRIFLTATSTRELD GELKRLNMLPRRFHGNPLIIPKP WLSDFNRYL

YVDNPMLYHAVKNSVKENGLRIFLTATSTNELD GELKRLNLPRRFHGNPLIIPKP WLSDFNRYL

GELKRLWNLPRRFHGNPLIIPKP WLSDFNRYL

YVDNPMLYHAVKNSVKENGLRIFLTATSTI)JELD GELKRLSLPRRFHGNPLIIPKP WLSDFN [¢L
YVDNPELYHAVKNSVKENGLRIFLTATSTDELD GELKELSLPRRFHGNPLIIPKP WLSDFN (9L
YVDNPMLYHAVKNSVKENGLRIFLTATSTI)JELD GELKRLSLPRRFHGNPLIIPKP WLSDFNRYL

k Psksk D skkoksksk |k kokkok bl % 5k 5k k k * Poe b bk Dok |k * % % % k % >k 3k %k %k %k % k

BT ot B P TRl TRV I

R FHVISEBRIZMFBF VP SEIS ILEKAINACFKGV . . HCRTHES|HBEED K HIFK EK
RDCETYL . KTQQEREIV P SETRHANDPRQEKK lAFRAQ Q TTILERGVTE|QYVE
REINQORKT  PLLIF)Y EIPIYG DIJAINL QEIMEPISEK ' FV  SEyTI\SSRIGEIV - AFR]QY ILI T ILERGVTFEE D
SYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLIEI QEQFPNEKIGFVSS TE RLEQVQAFRDRELTILISTTILERGVTFPCVD
SYIEKQRKTAYPLLIFASEIKKGEQLIYEILQEQFPRIEKIGFVSS TEDRLEQVQAFRDGLTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLIMEILQY FPEIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD

* % * * % | % % * % * % % % % * % * ok ok ok ok ok ok %k ok k U1 skoskook ok ok kbt rrrrnd *
VFhehmE IS RART U e, ek,
l;'K DNLII é(,.?l:
463
445
Q 430
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKATIKEIQNIMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASTIKKAIKEIQRIMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQUIMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQNIMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNSIKKAIKEIQNMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKATIKEIQ@NMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNBNSIKKATIKEIQ@NMNKEAGL 432

NN

X non conserved
B similar
> 507 conserved

319
300
291
291
291
291
291
291
291
291

397
379
369
371
371
371
371
371
371
371



