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MI MYFFLVGSILASFLGLVIDRFPEQSII[)ZASHCDSCST)YLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAJJFELGLG
VIDRFPEQSIIS|JASHCDSCQT|JLRPLDLIPILSQVIBNRFRCRYCKINEYPVWYALFELELG
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKEN

aYPVWYALBELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFECRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF[CRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTIYLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELSJLG
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LLFLEY SR LSLEOVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIJeGWRL M BFL LGI AHFIDIRMGAGDFL
L FLLYWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL A[SGWNLVMVJJFL LGILAHFIDIRMGAGDFL
LLFLEYSWELSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLRALGILAHFIDIRMGAGDFL
LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILTIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
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FLASC 219
FLASC L FSEITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 201
FLASCALVFSIATELLILIQFASATGILAFLLQKKKERLPFVPFLLLACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLATC ITFGKLLLYV] 219

X non conserved
B similar
B >50% conserved
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