
logo MKKYEQI
Q
I
LFKKQI

L
E
QEDTI LQKNEGHTYAQMVGDFYLPPSEHMDELMSNQQTYAQSVSRDTVRKALQSLLQTEKAEGFL IKKTI

V
Q
RGQRGSQI IVKERERTI

VNFPVSNQLT
NTDB id 284692 SK637 RS01695 WP 033688127.1 MKKYQQLFKQIQETIQNETYAVGDFLPSEHDLMNQYQVSRDTVRKALSLLQEEGLIKKIRGQGSQIVKEETVNFPVSNLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!! *!! * ! ! *! *!!*!!*!**! * ! !!!!!!!!! !! ! !! * ! !!!!*! ! *!!!!!*!!
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NTDB id 284692 SK637 RS01695 WP 033688127.1 SYQELVQELGLRSKTNVVSLDKIIIDKKSSLITGFPEFRMVWKVVRQRVVDDLVSVLDTDYLDMELIPNITRQIAEQSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !!!!!! ! * !!!!* *!!*!*! ! * *!!!* *!!** !!!!*! * !*!!!!!!! !!!**!! !!!*!!!
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NTDB id 284692 SK637 RS01695 WP 033688127.1 SYIEDDLKLLIDYAQKEITIDHSNDRDKILMDIGKDPYVVSIKSKVYLQDGRQFQFTESRHKLEKFRFVDFAKRKK. 236
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !*! !!! ! !!!! !!!!* *!!!!*!* ***!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!*!***
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