
logo MGAVEFLVGRSGSGKTKRL I IDNS IQDELRRAEPFGKP I I FLVPDQMTFLMEYELAKTPDI
MGGMIRAQVFSFSRLAWRVLQHTG

NTDB id 284428 C9888 RS05455 WP 014417367.1 MGVEFLVGRSGSGKTRLIIDSIQDELRREPFGKPIIFLVPDQMTFLMEYELAKTPDIGGMIRAQVFSFSRLAWRVLQHTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus !! !!!!!!!!!!!!*!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo GMNSRPFLVTSTTGVQMLLRKL I EEHKHQEFKVYQKASDKI
SGFTAEQVERMLTEFKRYC I

LEPEGDI
VRRMAESGTASEYRGERMVLSE

NTDB id 284428 C9888 RS05455 WP 014417367.1 GMNRPFVTTTGVQMLLRKLIEEHKHEFKVYQKASDKIGFTEQVERMLTEFKRYCIEPGDVRRMAESGTASEYRGERMLSE 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus !! !!!*!*!!!!!!!!!!!!!!!*!!!!!!!!!!! !!! !!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!!!!*!!!

logo KLHDLGS I LYQQMEKRSLADGHQYLHSEDYLTLLAEQHQIPLADEDVI
VKGAHR I

VYVDGFYQFTPQEFLRVLEQL IMMVHAEHI
VTFSLTADKSP

NTDB id 284428 C9888 RS05455 WP 014417367.1 KLHDLGILYQQMERSLAGHYLHSEDYLTLLAQQIPLADVVKGARVYVDGFYQFTPQELRVLEQLIMHAEHVTFSLTADSP 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!! !!!!!!!*!!! *!!!!!!!!!!!! *!!!!* *!!!**!!!!!!!!!!!! !!!!!!**!!!!*!!!!!!! !

logo SAYEQRAEPDHELDELFRMTGKSTYYKRLHYQKTAKELNALDI STCYKELHSGTEKRHRTHKTVPELACHI
LEASQYDEAVRPAAIAPYATEGGKQEAFLTVMQAAQNR

NTDB id 284428 C9888 RS05455 WP 014417367.1 SAEQAPDELDLFRMTGSTYYKLYQTAKELNADISCKELHGTKRHRHVPELACIESQYDVRPAAAYTGGQEAFTVMQAQNR 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus ! ! !*!!*!!!!!! !!!*!*! !!!!! !!**!!!*!! !! * !!!! *! !!* !!! *! !!! !!!!! !!

logo RAELEGIARE IHQASLVRDEGKGYRYKDMVAI LAIRQPEDYKDLML
VKEVFADYEGI

LPYF IDGKASML
Q
H
NHPL I EF IRSSLDVLVKGNWRY

NTDB id 284428 C9888 RS05455 WP 014417367.1 RAELEGIAREIQSLVRDGGYRYKDMAILIRQPEDYKDLLKEVFADYGLPYFIDGKASMQHHPLIEFIRSSLDVVKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus !!!!!!!!!!!* !!!* !!!!!!*!!! !!!!!!!!**!!!!!!! *!!!!!!!!!! *!!!!!!!!!!!!!*!!!!!!

logo EAVFRCAVKTELLFPLDNEQPEKAQKI
VREQVDQLENYC IAYGIKGDERWTKSGDERFQVYRRFVSLDDEDFAQTDQE I EMENQMLNDETKRDEW

NTDB id 284428 C9888 RS05455 WP 014417367.1 EAVFRCAKTELLFPLDQPEQKIREQVDQLENYCIAYGIKGERWTSGERFVYRRFVSLDEDFAQTDQEIEMEQMLNETKEW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!! !!!!!!!! ! !*!!!!!!!!!!!!!!!!!!*!!! !*!! !!!!!!!!*!!!!!!!!!!!!*!!!*!**!

logo

I
M
A
V
A
PPLFVQRLQKNRMKKAKTVQESKMAEALYLRFYLEDETDVPLKLDQREKRQRAEDEADGNRI

MI EAQQHGQQAWDAVIQLLEEFAVEGMMGDEDE I
NTDB id 284428 C9888 RS05455 WP 014417367.1 MAAPLVRLQNRMKKAKTVQSMAEALYLFLEDTDVPLKLDRKRQRAEEAGNMIEAQQHGQAWDAVIQLLEEFAGMMGEDEI 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus * *!! !! !!!!!!!!! !!!!! *!!*!!!!!!!! !!!!!* ! *!!!!!! !!!!!!!!!!!!! !!!*!!!



logo SLADLFQQMI
LEATGATESLHTFSL IPPALDQVFVGNMDLSRMYGTSCTFVI

LGANDGVLPARPDENGVLSDDDREWLKATI
VGVELS

NTDB id 284428 C9888 RS05455 WP 014417367.1 SLALFQQMLETGTESLHFSLIPPALDQVFVGNMDLSRMYGTSCTFVIGANDGVLPARPDENGVLSDDDREWLKAVGVELS 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus !! !!!!!*! ! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!

logo SAGGRERLLDEHFL IYMAFLSSPSDRLYVSYP IADAEGKTLLPS IMI
VVKNRLEGELFPDHHKQEKRLLSATANDEPEQVSDEEEQLMQYLVVNI

K
Q
S

NTDB id 284428 C9888 RS05455 WP 014417367.1 SAGRERLLDEHFLIYMALSSPSDRLYVSYPIADAEGKTLLPSIVVNRLGELFPDHQEKLSAADPEQVSEEEQLQYLVNIQ 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!**! !! !!!!*! !*! *!!!!!*!!!! !*!!

logo VAQSTFYTASQLRLWTREYDE I SDVWWSATYNVLMKSEQSDHRLQQRASKKLFSSLFFRNEAVKQRLERPSVSRQLYGEHR IKQGSVSRMEATFNA
NTDB id 284428 C9888 RS05455 WP 014417367.1 VAQTYTASQLRLWTREYEISDVWWSAYNVLMKESDHQRAKKLFSSLFFRNEAKRLERPVSRQLYGEHIKGSVSRMEAFNA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus !!!**!!!!!!!!!!!!*!!!!!!! !!!!! ! !* !!!!!!!!!!!! ! !!!*!!!!!!!!*! !!!!!!! !!!

logo CPQFSHFASHGLHQLKERQFFKLEAPDIGQLFHSSLKL I SDRLREQKLDEWRDLTKDEQCERLNFSYDEAVERLAPKLQKE I LLSSN
NTDB id 284428 C9888 RS05455 WP 014417367.1 CQFSHFASHGLQLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLEWRDLTKDQCRNFSYEAVERLAPKLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!! !!!*!!!!!!!!!!!!!!!!!!

logo RHFYYVKEKLQKIVTRVSGI LSEHAKASGFVP I
VGLELGFGGKSGPLPPLTFQTLKNGCTMELVGR IDRVDKAESSKGLLLR IV

NTDB id 284428 C9888 RS05455 WP 014417367.1 RHFYVKEKLQKIVTRVSGILSEHAKASGFVPVGLELGFGGSGPLPPLTFTLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DYKSSDKRGLDLAEVYYGLALQMLTYLDLS ITHSADWLGMKRATPAGVLYFHIHDPMI
VQASNSLPLMGLDE I EQE I FKKFKMKGL

NTDB id 284428 C9888 RS05455 WP 014417367.1 DYKSSDRGLDLAEVYYGLALQMLTYLDLSITHSADWLGMKATPAGVLYFHIHDPMVQASLPMGLDEIEQEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*! !!*!!!!!!!!!!!!!!!!!!

logo LLGDQREAVI
V
R
SLMDTTLEQEGRSNI IVNAGLKKDGSLRSDSAAVGSEKQDEFDHLLTDKHVRRTFEQEQAGEAQITDGLRVS I ETPYKLMKDNKTP

NTDB id 284428 C9888 RS05455 WP 014417367.1 LLGDREAISLMDTTLEEGRSNIVNAGLKKDGSLRSDSAAVSEQDFHLLTDHVRRTFEQAGEAITDGLVSITPYKLKDKTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !!!! ! * !!!!!! !!!!!!*!!!!!!!!!!!!!!!!! ! *!*!!! !!!!!! !!! !!!! !!! !!!*! !!!



logo CTYCAFKQSVCQFDESLEKENEYRPSLKAEKDGKTI LDEWI
LKKEADDGDNAEHNS

NTDB id 284428 C9888 RS05455 WP 014417367.1 CTYCAFQSVCQFDESLKENEYRSLKAEKDGTILDWLKKEADDDANS 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!!!!! !!!!!!!!! !!!!!*!!!!!! !!!*!*!!!!! *!

X non conserved

X similar

X ≥ 50% conserved


