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NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALWMPKAEI G MGDSHJVGLQAR ISTIPAIEINQ . 235
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NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR K 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHMGDSHVGLQAR K 234
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR K 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR K 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 229
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALWYPKAEI GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALJPKAEI G MGD [BJGLQAR . 229
NTDB id 284317 C8I07 RS02185 WP 011847432.1 |[FAWVNHT VMRS T(ealiziie)s A/ . 222
NTDB id 1165 A1552VC RS01565 WP 000344154.1 \AKSAWVNRT|@:NonsEHeinUIeanIsys MeINnp.y:} . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 220

consensus FULUTET Tt Uk sk Dl Dbk d bk b b d Lok % ko k% - LDUERl Db L L Thkl LD TE1TLexl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
284317 C8I07 RS02185 WP 011847432.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

ARt TN ot Y 15 Elams i A i

RGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMIGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.

=vl=cl=ci=-ci=c = v ]~ v = li-c-c i =- = = v lt=cly=ch=c = - =~]

CG....VV.
TG....SI
TG....SI
TG....SI
IG....SI
TG....AI
TG....AI

AT

. AV

.QV

KDG
.KKG
.KKG
.KKG
.KKG
.KDG
.KEG
.KEG
.KEG
.KEG
.KEG

SLSDTGKIKDKSGEV

EI
EV
EV
EV
EV
EV
EV

A
A

*

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNKVARPF
KVVKNK AMPF
KVVKNK APPF
KVVKNKVAPPF
KVVKNK APPF

KVVKNK APPF
RN

Tl *

IM GEGISSTGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IfYGEGIS
IMYGEGIS

N
K
K
K
K
K
K
K
K
D
D
G

GEG S |3GEL
IM GEGIS RGE
IM GEGIS [3GE
IMYGEG S JJGE
IMYGEGIS WWEL
IIMYGEGIS|JGEL
IIMYGEGIS|JAGEL
IMYGEGIS|MGEL
IIMYGRG S IGE

i IvIvAsIsIvisITE>]

EE R N * %k

[CAwAw]
< <<

SDLPERIKIMA[CTANEN(KDE
SDLDESIKIMACTNNEN(KDE
SDLPESIKIMA[CTANEN(KDE
SDLDESIKINACTNNEN(KDE
SDLDPESIKIMACTNNEN(KDE
SDLDPERIKIMA[CTANEN(KDE

314
313
313
313
313
313
313
313
313
294
296
309
296
298
298
309
312
296
296
296
304
297
295
295
295
295
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

) e ook s

LV i

Pt Py ot SMEPERE  ppa VNEEVDL EPELEIE1e

600 KW2 RS01765 WP 011675413.1 N LDDSEVAETEEETTASKTKAKAKKEEKAVETEBIELELED. . . . ...
269 KZH43 RS08665 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VPLDLGDELEIEIE
228 SPD RS09265 WP 001085462. 1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VPLDLGDELEIEIE
194 SPR RS08825 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VPLDLGDELEIEIE
159 SP RS09750 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VPLDLGDELEIEIE
527 SMSK321 RS11065 WP 001085454.1 K IDGEEAAE. ...SKKDE....VAQVDS.. VTLDLGDELEIEIE
499 SM12261 RS08315 WP 078228268.1 K IDGEEIAE. ...SKKDE....AAQVDS.. VTLDLGDELEIEIE
453 Spy49 1753c ACI62003.1 R LEESEEESAMAVASE. ...... E....... LALDLDNGIEIED.
408 SMU RS09530 WP 002262392.1 K IEEDNTEEKQSSKEK. .. .... ETDEK. . ADKNLVLELDDTIELED.
115 BSU 16940 NP 389576.2 Q DNNGVVQQQAEETQEEL .EFE . E. v oottt e e
625 LCA RS02525 WP 011374196.1 N SDVPEEDLPTTEDE.QI.NILPDDST..... r ..............
1313 DR RS12030 WP 010888966. 1 MAAIRAGNAGEAPALAPAPAAPEAA. ... ........ Ao
1245 Cj1673c YP 002345041.1 QNSMEMEGMI. . . .. SGSEDDEGEE . « « o v v ot ee e e e
1214 NCTC11637 00359 SQJ03206.1 ESIMSNEEI. .. .. MPLPDEPLEE. ........... MB..............
1211 €694 RS00795 WP 000963128.1 SNEEI..... MPLPDEPLEE. ........... MB..............
1334 RAOC RS04870 WP 004918236.1 | GECRBTVREL B AN ARIEAKBIEKLQAK . . o« oot e e e e e e e e e e e e e e
1389 A4U84 RSO7560 WP 021112712.1  [GNela [NV KIAK)HA 28 ADKBEQEB:INTLESNPNS. . . . . VLKATASDSN . ..o oeen .. PESDVEEFSEEEL. .

1130 NGFG RS03960 WP 003688695.1  |eXelalclemvEvEBAKI 30t SO A KBIALNEMEVHT . . . . . TEGTQDETD . « v v e oveeeeeeenen GERPEE. . ...
1124 NGFG RS03960 WP 003688695.1 [ nelaleab (v v IR papiSDIAM A KBIALNEMEMHT . . . . . TEGTQDETD . . . v e oeeeeee e GERPEE. . ...
1123 0K783 RS03845 WP 003688695.1  |eXetalclmby VR vEBAKIA RIS A KBIALNEMEMHT . . . . . TEGTQDETD . « v v e ee e GERPEE. . ...
1427 RS RS02760 WP 011000510.1 LFENDE INJET -NEY RIAGIC gRUCHN AVTLAE.EVE............©B..............
284317 C8I07 RS02185 WP 011847432.1 TR AR A TORMIK TRIELLLSNPSA . . . . . LAAKADASTE. .. ..o .. NVDLET.GEVF. . ..
1165 A1552VC RS01565 WP 000344154.1 [@XelaleliANINCKEBRAKIAPIhiA K TIBK KBIEMLLNPENM.. . . . . QLIAETSSAA. . .......... VEFGAVPEEF. . ..
1142 GTF74 RS11550 WP 000344154.1  [Gela[el A\WACK KA WS AAK TEDKKBIEMLLNPENM. . . . . QLIAETSSAA. . .......... VEFGAVPEEF. . . .
1205 PSJM300 05545 AFN77183.1 LGkl A \WAA KAEIANIRIC QRN Q QI AKLLETSAN . . . . . TKATPVAEDL............ABADI...........
1022 ACIAD RS06390 WP 004925639.1  |@ReIn[eMNNV I RESAEIAIIMBNS TIHMEA VIBIEQLLTKASD . . . . . QTAA.HDETE............ PDLLES........
1074 ABD1 RS10195 WP 000344167.1 [GXeXa[eMN)\|V I REF Eih) NER{ ABAER NBIEQLLTTGTN. . . . . GAVQ.I.EDE............ PDLLLES.......

387
387
387
387
387
383
383
378
383
348
355
363
343
347
347
343
372
348
348
348
352
355
354
354
347
349
349



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
284317 C8I07 RS02185 WP 011847432.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

387
388
388
388
388
384
384
378
383
348
355
363
343
347
347
343
372
348
348
348
352
355
354
354
347
349
349

MEmmmE. m

X non conserved
B similar
> 507 conserved



