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NTDB id 58 MMJJ RS05240 WP 013998533.1 MKRKTEKKQGTFDKLANTLKGVKTPKKRKISRVGRSEYLKKIFERKTEDIHKDEILEFYEPYIDETPEVSIDLDDLLFEKKEFGA 85
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NTDB id 28421 MEVAN RS05385 WP 012065868.1 LQGYSDSFSYWVTNTSFLPSKRDYQYAGIIDERVYFLKIIVFSIFAVILLFLYGVITSDPISGITNGIIFALIILFGGIFYPKLK 169
NTDB id 58 MMJJ RS05240 WP 013998533.1 LGGYSRSFSYWVTNTSFLPSKRDYQYAGIVDERVYFLKMMIAAITTVVLFIIYGVLTGDVFSGVSNGVLLAVIIVVGSIFYPKLK 170
consensus ! !!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*** ! !*! *!!!*! !* !!**!!** !*!!* ! !!!!!!!

logo LTLFRGE IKIQVLMS I LHL I SMLNSGASVQEAS ILKNIANNPEYGI
LTSFYEFRS I IKDINQGGYNFVEALERAKMVRSTKIHP I

L
L
M
K
R
K
QLYDQ

NTDB id 28421 MEVAN RS05385 WP 012065868.1 LTLFRGEIKIQVLMSILHLISMLNSGASVQEAIKNIANNPEYGLTSYEFRSIIKDINQGGYNFVEALERAKVRSKIPLLKKLYDQ 254
NTDB id 58 MMJJ RS05240 WP 013998533.1 LTLFRGEIKIQVLMSILHLISMLNSGASVQESLKNIANNPEYGITSFEFRSIIKDINQGGYNFVEALERAKMRTKIHIMRQLYDQ 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!*!*!! *** !!!!

logo L I LAANKGGTQLLLENLYNE IVRESLMSKIDSSKFQI SNLGNL I FG IGL I IPFSGMIQSALGAQQGFDGI INAIDLVMGTKIGLLMST
NTDB id 28421 MEVAN RS05385 WP 012065868.1 LILAANKGGTQLLLENLYNEIVRESLSKIDSSKFQISNLGNLIFGIGLIIPFSGMIQSALGAQQGFDGIINAIDLVMTKIGLLST 339
NTDB id 58 MMJJ RS05240 WP 013998533.1 LILAANKGGTQLLLENLYNEIVRESMSKIDSSKFQISNLGNLIFGIGLIIPFSGMIQSALGAQQGFDGIINAIDLVMGKIGLMST 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!
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NTDB id 28421 MEVAN RS05385 WP 012065868.1 IIFTIFIKMKIE 351
NTDB id 58 MMJJ RS05240 WP 013998533.1 IIFTIFIKMKIE 352
consensus !!!!!!!!!!!!
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