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NTDB id 28414 MEVAN RS05305 WP 012065867.1 MDMSASISRIYNYLIKRNLRILKKTGKNVDERIFIGLIFVVLVLPILLRIIIGFTLQTTIILTLVYLGSVLAIPSIMYESKMEKF 85
NTDB id 57 MMJJ RS05245 WP 104837972.1 MDAKKYLDHVYHVLIVRNIKILKKTGRKLDERVFIGILLVITILPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYESKMDKF 85
consensus !! * **!* !! !!**!!!!!!* *!!!*!!!** !* *!!!!!*! *!!!! !!*!!! !!!!!!! *!*!!!!!!!*!!
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NTDB id 28414 MEVAN RS05305 WP 012065867.1 DSNLPKALYVMVLSLDSGRSIVEAINEVIRSGIPEVDSVFSKIVLLMTEKKLSFEDSMMLVSNSLDSKLFRQISRLIIENRKYGG 170
NTDB id 57 MMJJ RS05245 WP 104837972.1 DKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKIVTLMTERKLSFEDAMILVSNSLDSKIFRQVGRLIIENRKYGG 170
consensus ! !*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!! !!!!*!!!!!! !*!!!!!!!!!*!!!* !!!!!!!!!!!

logo ELADNTLKKLAKTLDEDLQNLKSQL ILSVTAGNGLAVGL IV I LCGVIPATAGL IGGYLTVI SQLAPTMPSVEAPNSQI SKAI ETI
VQMGSGLF

NTDB id 28414 MEVAN RS05305 WP 012065867.1 ELANTLKKLAKTLEDLQNLKSQLISVTGNGLAVGLVILCGVIPATAGLIGGYLTVISQLAPTMPSVEPNQISKAIETVQMGSGLF 255
NTDB id 57 MMJJ RS05245 WP 104837972.1 ELADTLKKLAKTLDDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQISKAIETIQMGSGLF 255
consensus !!! !!!!!!!!!*!!!!!!!!!*!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!*!!!!!!!

logo GLFLFASVPLFGLKI
VNKRMI ITCALVCMS

TFAIGTATFYAGVLRLTGLLFA
NTDB id 28414 MEVAN RS05305 WP 012065867.1 GLLFSVPLFGLKINKMIITCALCMSFAITAFYGVLRLTGLLFA 298
NTDB id 57 MMJJ RS05245 WP 104837972.1 GLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
consensus !! ! !!!!!!!*!*!!!!!!*!!*!!! !!*!!!!!!!!!!
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