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NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEA.H 191
NTDB id 284115 C9I28 RS14415 WP 107142082.1 QRWQLKVRLQRPHGNANPGGFDYELWLLEQGVRATGYVRNEGPNRRLAAF....VPTPHNIVERARDRLRERILAALAQQ 218
NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
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NTDB id 1199 PSJM300 12650 AFN78592.1 GRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGI..WPQRLPWLPWA 262
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NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
NTDB id 284115 C9I28 RS14415 WP 107142082.1 ALAGMLAALGYVLLAGFGVPAQRTLYMLGVVALALWTGRLPGVTHVLALAAGVVVLLDPWAVMWPGFWLSFGAVALILYA 375
NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
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NTDB id 1199 PSJM300 12650 AFN78592.1 FRGRLGV...................PSW....WRA...LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVL 396
NTDB id 284115 C9I28 RS14415 WP 107142082.1 TVGRTAAYKQAPPADAAPGETRRGRPLSRHQRLLRALHGAALTQYAVTLGLVPLTMLLFAQVSVVSPLANTVAIPVVSLL 455
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NTDB id 1199 PSJM300 12650 AFN78592.1 RVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLM 549
NTDB id 284115 C9I28 RS14415 WP 107142082.1 RWLGLATWVPLLAAQPEAPAAGTLRIVAFDVGQGMAVLVETSGHRLLYDTGPAYGPDADAGSRVIAPYLRWRGIDRLDGV 608
NTDB id 1426 RS RS05575 WP 011001070.1 RAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTL 621
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NTDB id 1199 PSJM300 12650 AFN78592.1 MLSHADSDHAGGALAIQRAMPVGAVLSGEPERLPAA.......LDARSCRTGQRWTWNQVNFSVWRWPQA......TNGN 616
NTDB id 284115 C9I28 RS14415 WP 107142082.1 VVSHGDTDHVGGALSLLRAVPAGWLLSSLPALHPVVQAA....PRHVPCAAGQGWTWDGIRFEVLHPSAASHADSTLKSN 684
NTDB id 1426 RS RS05575 WP 011001070.1 VVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSN 701
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NTDB id 1199 PSJM300 12650 AFN78592.1 QASCVLMVEAAGERLLLTGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHP 694
NTDB id 284115 C9I28 RS14415 WP 107142082.1 ARSCTLRIAAPGGAVLLAGDIEAPQEVELL.ARAPAKLRADILLAPHHGSGTSSTPAFLAAVQPSVAIFQVGYRNRYRHP 763
NTDB id 1426 RS RS05575 WP 011001070.1 ARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHP 781
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NTDB id 1199 PSJM300 12650 AFN78592.1 HPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
NTDB id 284115 C9I28 RS14415 WP 107142082.1 KAAVYERYGALGVQRVRTDEAGAVVIEIDAGV.RTEEHRTVHRRYWLE.................. 810
NTDB id 1426 RS RS05575 WP 011001070.1 HPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
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