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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLF.TQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 284103 C9I28 RS05500 WP 107140590.1 ..MSSPRVLVVDDEEDLRELLEITLLKMGLDVDSAPDLGRARAHLAGGADYGLVLTDMRLPDGLGLELVREVAASGRNTP 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELL.AREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 284103 C9I28 RS05500 WP 107140590.1 IAVVTAFGSTDNAVVALKAGAFDYVTKPVQLDQLRQLVQSALKLNGPAPLARGEAV.DSRLKGHSAAMQALRAQIARLAR 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE..AEEAPV.DNRLLGESPPMRALRNQIGKLAR 154
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VNCGAIPESTAELMEASELFFGYHRKKGASFTGAAITDEQEDRKDQGFL IFLQSAASHGGSTLMFLD
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 284103 C9I28 RS05500 WP 107140590.1 SMAPIAITGESGSGKELAAREIHAQSSRADKPFVAVNCGAIPEALMEAEFFGYRKGAFTGAADERDGFFQAAHGGTLMLD 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 284103 C9I28 RS05500 WP 107140590.1 EVADLPLAMQVKLLRAIQERRVRKIGATAEEPVDVRIVSATHQDLARCVEQGKFRQDLFYRLNVIELALPPLRERLDDLP 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
consensus !*!*!!**!!!!!!!!*!!***! *!* *!* !!*!***!*!*!!* ! *!*!!!!!**!**!**! *!!!!!! *!**

logo

V
LLTANEAHRFI ILAKQKR I

L
C
A
A
G
M

D
E
G

G
T
W

A
E
G

L
TPAPKAQRVLGTEGPADGVAELQTEAKYLKLRGNQQYHRSFPGNVRELRENVMI

LERAI
L
Y

A
T
F
L
A
C
S

N
EDADGQTVIDHQI

P
V

E
H
S

H
DLAHRPLKADGPLAPRGLALESAGQPEPVSA

NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLR...........A 388
NTDB id 284103 C9I28 RS05500 WP 107140590.1 VLTEAILARLAAGGA..PAVLGPGVLEALRGYSFPGNVRELENVLERALAFANDGVIHVEDLALKGARLLEAGQPEPVSA 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NISNPFASAAQSIQTTV..AAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLD 466
NTDB id 284103 C9I28 RS05500 WP 107140590.1 SPTAPVAPLPVPLDEAPAGMPPLPDLTVLPSNLPEYLERVEREIIVRALAQTQYNRTQAAQLLGISFRQLRYQMQKLNIK 475
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ................QEGAASL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID 445
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TETEQEV 473
NTDB id 284103 C9I28 RS05500 WP 107140590.1 E...... 476
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