
logo MFYLYQSNRLESTLAALFAR IQKVKPLKCSALQPEQI IVVQSQGMRRYLNTCLARDLGVAANLASFSLPAGLTWKLMKKL IPGIPELSP
NTDB id 28389 NLA RS02925 WP 013448556.1 MFYLYQSNRLETLAALFARIQKVKPLKSALQPEQIIVQSQGMRRYLNTCLARDLGVAANLSFSLPAGLTWKLMKKLIPGIPELSP 85
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGIPELSP 85
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo FAPEVMRWRLLDLFRSAEFQNGAEFEDVRCNVLQDYLGSGESADYQLAGQLADI FDQYLVYRPQWIDAWQQGR I LGLGDDE IWQSK
NTDB id 28389 NLA RS02925 WP 013448556.1 FAPEVMRWRLLDLFRSAEFQNGAEFEDVRCVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILGLGDDEIWQSK 170
NTDB id 1133 OK783 RS06970 WP 010951252.1 FAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILGLGDDEIWQSK 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LWCRYLDDGRQSAPHRVALWEKLLAEASLDSKSDKLPERYFVFGI STMAPMYLQLLHKLSEHCDVFVFALNPSGMHYWGNVI EAAQI LKGG
NTDB id 28389 NLA RS02925 WP 013448556.1 LWCYLDDGRQSAPHRVALWEKLLESLSSDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGMYWGNVIEAAQILKGG 255
NTDB id 1133 OK783 RS06970 WP 010951252.1 LWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGMHWGNVIEAAQILKGG 255
consensus !!*!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo GDPDLTQAGHPLLASLGKQGRDFFDFLNSEME I EEGETPVFEEGGRDTLLHAVLQTDIQNLKMPSENTAVGSVGNTDDGS ICR IVSAHSPLR
NTDB id 28389 NLA RS02925 WP 013448556.1 GDPDLTQAGHPLLASLGKQGRDFFDFLSEMEIEGETPVFEEGGRDTLLHVLQTDIQNLKMPSETAGSVNTDDGSIRIVSAHSPLR 340
NTDB id 1133 OK783 RS06970 WP 010951252.1 GDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENVGSVGTDDGSICIVSAHSPLR 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!! !!! !!!!!!*!!!!!!!!!

logo ELQI LKDKLLKQI LHEHPDWQPHDIAVLTPNI EPYTPF I EAVFGQAQPGAQALPYSVSDVKI SRRQPFFYALECLVSDLLESRFEVDG
NTDB id 28389 NLA RS02925 WP 013448556.1 ELQILKDKLLQILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVSDVKISRRQPFFYALECLSDLLESRFEVD 425
NTDB id 1133 OK783 RS06970 WP 010951252.1 ELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVSDVKISRRQPFFYALECVSDLLESRFEVG 425
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo KVLALLETAPVLCRRFGLTEGDDLPLLHDMVADLNVHWGLDGEMRGGTDQRLFTWKQAAVDERMI LGWMLPEGGNPMWQDVSAWYADVNQ
NTDB id 28389 NLA RS02925 WP 013448556.1 KVLALLETAPVLCRFGLTEDDLPLLHDMVADLNVHWGLDGEMRGGTDRLFTWKQAVERMILGWMLPEGGNPMWQDVSAWYADVNQ 510
NTDB id 1133 OK783 RS06970 WP 010951252.1 KVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQAADRMILGWMLPEGGNPMWQDVSAWYADVNQ 510
consensus !!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TADLMFGRFAAF ILETLSDIAR IWRQPATVGEWVARCRDLLETLFQAVEGGPDDQKAVQNSLENEWVKWQAEESTETLAGQFFSGQLPPQHQTVIRHIR
NTDB id 28389 NLA RS02925 WP 013448556.1 TDLFGRFAAFIETLSDIARIWRQPATVGEWVARCRDLLETLFQVEGDDQKAVQSLENEWVKWQAETELAQFSGQLPPHTVIRHIR 595
NTDB id 1133 OK783 RS06970 WP 010951252.1 TAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPDDQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIR 595
consensus ! *!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!! !!!!!!!!! !* !! ! !!!!**!!!!!!!



logo RFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRNTKAAVFDL IVAKHPAKGDRARRDDDRYLFLEAL I SARE I LY
NTDB id 28389 NLA RS02925 WP 013448556.1 RFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRNTKAAVFDLIAKHPAKGDRARRDDDRYLFLEALISAREILY 680
NTDB id 1133 OK783 RS06970 WP 010951252.1 RFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILY 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSYIGRDIRKDEELAPSSSLLGEL IDTVAAMTGATNSRQLAQNWI EQHPLQAFSRRYFQEGGRSDGI FGTRTDYAAALGQTPEPPQP
NTDB id 28389 NLA RS02925 WP 013448556.1 LSYIGRDIRKDEELAPSSLLGELIDTVAAMTGANSRQLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQP 765
NTDB id 1133 OK783 RS06970 WP 010951252.1 LSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQP 765
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FFDNQPVENSACEPVAE IGQDEF IRFWRNPVKVWLQQQLAWHSEPHYIDGEPAWEPAEPFEPQHAEQIAE I
TYI EGARREGQDFSQTAAR IAAE

NTDB id 28389 NLA RS02925 WP 013448556.1 FFDNPVESCEPVAEIGQDEFIRFWRNPVKVWLQQQLAWHEPYIDPAWEPAEPFEPQHAEQIAEIYIEARREGQDFSQTAARIAAE 850
NTDB id 1133 OK783 RS06970 WP 010951252.1 FFDQPVENAEPVAEIGQDEFIRFWRNPVKVWLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAE 849
consensus !!!*!!! *!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!*! *!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!

logo SLLPSGELGKRLWQQDSFQTAAKQIDTAVLNSPKLPPFPYAIPSDGQI LKGSLGSNLYQRCGQVFYAYGKPNAPQRVAFLLEHL I FCAV
NTDB id 28389 NLA RS02925 WP 013448556.1 SLLPSGELGRLWQQDFQTAAKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLSNLYQCGQVFYAYGKPNAPQRVAFLLEHLIFCAV 935
NTDB id 1133 OK783 RS06970 WP 010951252.1 SLLPSGELGKLWQQSFQTAAKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAV 934
consensus !!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MPSEAETRQTF IVQSGETE I
VLAE IAQDRALQRLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFATQKQDWEAAVLKKAQTAYYGSKVS

NTDB id 28389 NLA RS02925 WP 013448556.1 MPSEAETRQTFIVQSGETEILAEIAQDRALRLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFTQKQDWEAVLKKAQTAYYGSKVS 1020
NTDB id 1133 OK783 RS06970 WP 010951252.1 MPSEAETRQTFIVQSGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVS 1019
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!

logo KGQKDYTEVALVFGNASQNPLEQPLFENLAVRLLADTLAAAEKKREEGATGAA
NTDB id 28389 NLA RS02925 WP 013448556.1 KGQKDYTEVALVFGNASQNPLEQPLFENLVRLLADTLAAAEKKEEAGAA 1069
NTDB id 1133 OK783 RS06970 WP 010951252.1 KGQKDYTEVALVFGNASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*! !!!
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