
logo ME I SKPMYLSLKIKNLLL ICL IYLGLSGRNYAQNGNNCPDFKTGADQPELYLPLLKNKKVGVVTNQTGLVLKPQKHHPTTIDTLS
NTDB id 28376 RIEAN RS08065 WP 014411354.1 MEISKPMYLSLKIKNLLLICLIYLGLSGRNYAQNGNNCPDFKTGADQPELYLPLLKNKKVGVVTNQTGLVLKPQKHHPTTIDTLS 85
NTDB id 1328 RA0C RS09020 WP 014411354.1 MEISKPMYLSLKIKNLLLICLIYLGLSGRNYAQNGNNCPDFKTGADQPELYLPLLKNKKVGVVTNQTGLVLKPQKHHPTTIDTLS 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IVDFLRENTIDIRRVFAPEHGFRGEADAGEYVKNGVDTKTGIP I I SLYGKNKKPTAEQIQDLDI I LFDIQDVGVRFYTYI STLAY
NTDB id 28376 RIEAN RS08065 WP 014411354.1 IVDFLRENTIDIRRVFAPEHGFRGEADAGEYVKNGVDTKTGIPIISLYGKNKKPTAEQIQDLDIILFDIQDVGVRFYTYISTLAY 170
NTDB id 1328 RA0C RS09020 WP 014411354.1 IVDFLRENTIDIRRVFAPEHGFRGEADAGEYVKNGVDTKTGIPIISLYGKNKKPTAEQIQDLDIILFDIQDVGVRFYTYISTLAY 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VMEAAAEHNVEVIVLDRPNPHDGYIDGPVLKEKWTSFVGMHPVP IVYGLTIGEYGNMVNGEGWLKNKIKAKYTL IPMKNYHKKQR
NTDB id 28376 RIEAN RS08065 WP 014411354.1 VMEAAAEHNVEVIVLDRPNPHDGYIDGPVLKEKWTSFVGMHPVPIVYGLTIGEYGNMVNGEGWLKNKIKAKYTLIPMKNYHKKQR 255
NTDB id 1328 RA0C RS09020 WP 014411354.1 VMEAAAEHNVEVIVLDRPNPHDGYIDGPVLKEKWTSFVGMHPVPIVYGLTIGEYGNMVNGEGWLKNKIKAKYTLIPMKNYHKKQR 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YP I LRRPSPNLPNDKS INLYPSLCFFEGAEVSVGRGTDYPFQIYGSPWTKKLSYKFTPKPNFGAKNPPFNGQVCYGENLSEYPKD
NTDB id 28376 RIEAN RS08065 WP 014411354.1 YPILRRPSPNLPNDKSINLYPSLCFFEGAEVSVGRGTDYPFQIYGSPWTKKLSYKFTPKPNFGAKNPPFNGQVCYGENLSEYPKD 340
NTDB id 1328 RA0C RS09020 WP 014411354.1 YPILRRPSPNLPNDKSINLYPSLCFFEGAEVSVGRGTDYPFQIYGSPWTKKLSYKFTPKPNFGAKNPPFNGQVCYGENLSEYPKD 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LRELNLEWI ITAYKNYKNPNKPFF IKNLWFDTLAGTDQLRLQI IQGKSETE IKKSWQKDLQEFEKIRQKYI IYKD
NTDB id 28376 RIEAN RS08065 WP 014411354.1 LRELNLEWIITAYKNYKNPNKPFFIKNLWFDTLAGTDQLRLQIIQGKSETEIKKSWQKDLQEFEKIRQKYIIYKD 415
NTDB id 1328 RA0C RS09020 WP 014411354.1 LRELNLEWIITAYKNYKNPNKPFFIKNLWFDTLAGTDQLRLQIIQGKSETEIKKSWQKDLQEFEKIRQKYIIYKD 415
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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