
logo MSDENLGYNPSLDE IVFENRNKAYGAYDLRQSYKS I LTRSMI IGTTLFCLAAATPF IVMKIKQLTAPPKQEVEANLME I LPEEEP
NTDB id 28369 RIEAN RS04785 WP 004917233.1 MSDENLGYNPSLDEIVFENRNKAYGAYDLRQSYKSILTRSMIIGTTLFCLAAATPFIVMKIKQLTAPPKQEVEANLMEILPEEEP 85
NTDB id 1340 RA0C RS05740 WP 004917233.1 MSDENLGYNPSLDEIVFENRNKAYGAYDLRQSYKSILTRSMIIGTTLFCLAAATPFIVMKIKQLTAPPKQEVEANLMEILPEEEP 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LEQPKEETPPPPPPPKVEEEKI E I IQNVVPEPVKAPTVETPPPP I SKQLETTTGLVNQEGVKKPSYAPPPPPPSTGKGTTVEVK
NTDB id 28369 RIEAN RS04785 WP 004917233.1 ILEQPKEETPPPPPPPKVEEEKIEIIQNVVPEPVKAPTVETPPPPISKQLETTTGLVNQEGVKKPSYAPPPPPPSTGKGTTVEVK 170
NTDB id 1340 RA0C RS05740 WP 004917233.1 ILEQPKEETPPPPPPPKVEEEKIEIIQNVVPEPVKAPTVETPPPPISKQLETTTGLVNQEGVKKPSYAPPPPPPSTGKGTTVEVK 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PQVSTTEVYTTVDQEAEFSGGGINGFRSAFQESFDTSVMEGDEGTLKAEVTFVVERDGSLSQVKVTGSNSTFNREAERAVKS IKK
NTDB id 28369 RIEAN RS04785 WP 004917233.1 PQVSTTEVYTTVDQEAEFSGGGINGFRSAFQESFDTSVMEGDEGTLKAEVTFVVERDGSLSQVKVTGSNSTFNREAERAVKSIKK 255
NTDB id 1340 RA0C RS05740 WP 004917233.1 PQVSTTEVYTTVDQEAEFSGGGINGFRSAFQESFDTSVMEGDEGTLKAEVTFVVERDGSLSQVKVTGSNSTFNREAERAVKSIKK 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KWTPGKVNGEPVRSRFRMPVAMNFEY
NTDB id 28369 RIEAN RS04785 WP 004917233.1 KWTPGKVNGEPVRSRFRMPVAMNFEY 281
NTDB id 1340 RA0C RS05740 WP 004917233.1 KWTPGKVNGEPVRSRFRMPVAMNFEY 281
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!
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