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RELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRL
RELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRL
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RLLFYEKNQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLF TDLGIKRAPIRFSAVLQQCKLHI NKNIALRIJECSE
RLLFYEKRMQTPFSFLPTEVEFVPVRKGAVFKSPVFVWQGFLYLF TDLGEKRAPIRFSAVLQQCKLHIBINKNIALRSECSE
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ECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIHSMQDLIERDRSCF I Eeyss
ECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIHSMQDLIERDRSCF I Ecyse
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X non conserved
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