logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

161477092.

2

161477092.

2

161477092.

2

161477092.

2

161477092.

2

161477092.

2

161477092.

2

rL AT AR VR TLEELATD - RRERA LT

MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG

MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG
N

HTYT A LLPLEACRECARIRS ARG EHRY (e EDR 5 TR AL

GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVEWNMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE
GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE
PELL e e rrrrrrrnt

HALSILE AN LAE AR A D CERLEL Vo AR

KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP

KLHDLSILYQQOMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP
PELL e rrrrrrrrrrrnt

R TR DS T N e i (A

SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYSEKQEALTVMQAANR|

SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYREKQEALTVMQAANR
P rrr et rrr e rrr ettt ot rrrnnd

A AL R A LA D RETEANE (UK L e LA

RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDIALKGNWRY]

RAELEGIARETHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDWYLKGNWRY
PELL e o rrrrret

AR ATELE U AR AT R T RO LU

EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW
EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW
N

| LRLHR ATV R TR ) R DL

IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI
IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRITEAQQHQQAWDAVIQLLEEFVEMMGDDET
N

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 283382 C7M29 RS19985 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

161477092.

2

161477092.

2

161477092.

2

161477092.

2

161477092.

2

161477092.

2

161477092.

2

LG ELAEUEL P AR OO 1.7 LA AL AR LT )

SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS

SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS
N

o SR AR SRS AR LS IREEL e AR IR

SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS
SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS]
PELL e rrrrrrrrrrrnt

UBHAXURL RN L SR L LEWL R R0 VR T

VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA

VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA
PELL e rrrrrrrrrrrrrrnt

St EREALER LU SRR R AL LR L

CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN|

CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN;
P rrrr ettt rrrr e rrrr et rrrnnd

PRV A L LR T LR LR

RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIYV|
RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV
PELL e rrrrrrrrrrrnt

SN LA UYL RPALRD L LR R IR

DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLIRLDEIEQEIFKKFKMKGL

DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLELDEIEQEIFKKFKMKGL
N

L CEVRC OB 01 A LR AL, HRRTREA B RS M W

LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP
LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP
PELE et

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



logo W AFKSV QFDES\.EENEYR \.KAEKDKT \.Ev KKEAD NEHS
NTDB id 283382 C7M29 RS19985 WP 161477092.1 [GNRENNEAAGNIINIRARNAGAIRGNANDNGNIRNATIRN IV DIGNNE] 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEH SEEEEES]

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrn

X non conserved
B similar
>50% conserved



