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NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT AAQKINGGINAAF IDAEHALDPIYY ALNAL.GVN 153
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWAL GVN 153
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEYY ARWALGVN 153
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPEYY ARWAL GVN 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPJAY ARWALGVN 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT A[QKINGGINAAF IDAEHALDPEYY ALWAL.GVN 153
NTDB id 453 Spy49 1753¢c ACI62003.1 EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWAL GVN 153
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPYY ARWALGVN 153
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIRYQRINGGFNAF IDAEHALDPRYY A[NJL.GVN 138
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT JE VJqQ[eIe T AN IDAEA DPISY AJWNLGVN 140
NTDB id 1313 DR RS12030 WP 010888966.1 EIYGPESGKTT AQKGGAFIDAEHALDPYALGVN DELL SQPDIIGEQALE T)ul 152
NTDB id 28336 LBYS RS00480 WP 013406946.1 EIYGPESSGKTT AINQKMGGINNAF IDAEHAIIDRAY Y AJYL. G L SQPDMGEQALETJN 142
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIFAQKUGGEINAAF IDAEHAIJDNIEY A|NSI.G N EL SQPDINIGEQALE T[N 148
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINMOKINGGUASAF IDAEHA LDYAYY ARSI GV Ng§D Ll SQPDIRAGEQALEI\Y 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ANSHL.GV i L SQPD GEQALEI)H 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUASAF IDAEHALDERSIY ANSHL.GV i SQPD GEQALET]H 141
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDGEQALEI 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MAF DAEHAIIDPWIY ARBYL G V)Y GEQALEI[Y 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIIDPWIY ARSYL G V)Y GEQALEI|® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MGAF DAEHAIIDPWIY ARBYL G V)Y GEQALETI[S 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INWAFTDAEHALDUARY ADIML G V)Y GEQALEIIN 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEENEEEINIIC NN GEQALEI|¥ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT GEQALEI[Y 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALETIlN 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDINGEQALEIFA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
consensus R I e B A B B B B | | * [N I N B B [ Plhoskoskskokok Dok DL D DD Pk bkl % ko Doksksk %



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
2833
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

6 LBYS RS00480 WP 013406946.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

NG

VV DSVAALVPKAEI
AETI
AET
AEI
AET
VVVDSVAALVP AEI
VVVDSVAALVP AEI
AET

VVDSVAALVP AEI
VVVDSVAALR{P AEI
8V DSVAALVPKAE
VVVDSVAALWPKAET

VVDSVAALWPKAET
VVVDSVAALIWPKAET
VVVDSVAALWPKAET

VDSVAALINPKAET
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI

V DSVAALVPKAEI

VVDSVAALWPKAETI

VVDSVAALWPKAET

VVDSVAALWPKAET

VVDSVAALINPKAEI

VDSVAALVPKAETI

B I O B B B B B S I |

50, v LG L ol

G MGDSEVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDUGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSEEGLAAR
G MGDS GLQAR
GDMGDS  GLEIAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGD[HVGLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD [FGLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGD HVGLQAR

N FTTY

kb bk b b Pk Dk Il osksk % kk ko

233
232
232
232
232
232
232
232
232
217
219
231
221
227
219
221
221
235
219
219
219
227
218
218
218
218
218



R it et TR Hehoenl Ve Fuompmepl i A

NTDB id 600 KW2 RS01765 WP 011675413.1 e KVVKNKVAPPF IM GEGISGEL N 309
NTDB id 269 KZH43 RS08665 WP 001085462.1 e KVVKNKVAPPF IMYGEGIS K 308
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NTDB id 115 BSU 16940 NP 389576.2 cee KVVKNKVAPPF IMYGEGIS D 289
NTDB id 625 LCA RS02525 WP 011374196.1 e cee KVVKNKVAPPF D 291
NTDB id 1313 DR RS12030 WP 010888966.1 e c. KRVKNKVARPF G 304
NTDB id 28336 LBYS RS00480 WP 013406946.1 Cee c. KVVKNKVAPPF D 294
NTDB id 1334 RAOC RS04870 WP 004918236.1 c. KVVKNKVAPPF D 304
NTDB id 1245 Cj1673c YP 002345041.1 e cee KVVKNKVAPPF DY 291
NTDB id 1214 NCTC11637 00359 SQJ03206.1 INKVVKNKVAPPF DY 293
NTDB id 1211 C694 RS00795 WP 000963128.1 e cee LKVVKNKVAPPF DY 293
NTDB id 1389 A4U84 RS07560 WP 021112712.1 e cee KVVKNKVAPPF I 307
NTDB id 1130 NGFG RS03960 WP 003688695.1 e cee KV KNKVAPPF D 291
NTDB id 1124 NGFG RS03960 WP 003688695.1 ce. cee KV KNKVAPPF D 291
NTDB id 1123 0K783 RS03845 WP 003688695.1 KV KNKVAPPF D 291
NTDB id 1427 RS RS02760 WP 011000510.1 cee cee KVVKNKVAPPF D 299
NTDB id 1165 A1552VC RS01565 WP 000344154.1 e cee KVVKNK APF D 290
NTDB id 1142 GTF74 RS11550 WP 000344154.1 e cee KVVKNK ARPF D 290
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ce Cee KVVKNK APPF D 290
NTDB id 1074 ABD1 RS10195 WP 000344167.1 e cee KVVKNK APPF D 290
NTDB id 1205 PSJM300 05545 AFN77183.1 ce. cee KVVKNKVAPPF D 290
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