
logo MNKTKMDSKVLDS I LMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIDELGDKLEVHQTRHARNRLSEVSR
NTDB id 28318 BATR1942 RS14990 WP 003326714.1 MNKTKMDSKVLDSILMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIDLGDKLEVHTRHARNRLSEVSR 80
NTDB id 130 BSU 35500 NP 391430.1 MNKTKMDSKVLDSILMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIELGDKLEVQTRHARNRLSEVSR 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!

logo NFHRFSEEE IRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQE I I ERSESLVSQITVVLNYLNQDLREQVGLLL
NTDB id 28318 BATR1942 RS14990 WP 003326714.1 NFHRFSEEEIRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQEIIERSESLVSQITVVLNYLNQDLRQVGLLL 160
NTDB id 130 BSU 35500 NP 391430.1 NFHRFSEEEIRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQEIIERSESLVSQITVVLNYLNQDLREVGLLL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo ADAQAKQDFGLR I I EAQEEERKRVSRE IHDGPAQMLANVMMRSEL I ER I FRDRGATEDGFQE IKNLRQNVRNALYEVRR I I
NTDB id 28318 BATR1942 RS14990 WP 003326714.1 ADAQAKQDFGLRIIEAQEEERKRVSREIHDGPAQMLANVMMRSELIERIFRDRGTEDGFQEIKNLRQNVRNALYEVRRII 240
NTDB id 130 BSU 35500 NP 391430.1 ADAQAKQDFGLRIIEAQEEERKRVSREIHDGPAQMLANVMMRSELIERIFRDRGAEDGFQEIKNLRQNVRNALYEVRRII 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo YDLRPMALDDLGL IPTLRKYLYTTEEYNGKVKIHFQC IGDETEDKQRI
LAPQFEVALFRLAQEAVSTNALKHSESEE ITVKVE I

V

NTDB id 28318 BATR1942 RS14990 WP 003326714.1 YDLRPMALDDLGLIPTLRKYLYTTEEYNGKVKIHFQCIGDTEDKRIAPQFEVALFRLAQEAVTNALKHSESEEITVKVEV 320
NTDB id 130 BSU 35500 NP 391430.1 YDLRPMALDDLGLIPTLRKYLYTTEEYNGKVKIHFQCIGETEDQRLAPQFEVALFRLAQEAVSNALKHSESEEITVKVEI 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*

logo TKDFVI LMIKDNGKGFDLVKDEATKEQKKNKSFGLLGMKERVDLLEGTI
MTIDSKIGLGTF IMIKVPLSLTL

NTDB id 28318 BATR1942 RS14990 WP 003326714.1 TKDFVILMIKDNGKGFDVKDTKQKKNKSFGLLGMKERVDLLEGTITIDSKIGLGTFIMIKVPLSLTL 387
NTDB id 130 BSU 35500 NP 391430.1 TKDFVILMIKDNGKGFDLKEAKEKKNKSFGLLGMKERVDLLEGTMTIDSKIGLGTFIMIKVPLSL.. 385
consensus !!!!!!!!!!!!!!!!!*!* ! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!**
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