
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKIYAKLRELDNRNTGSLPSDE I
TKKDEFRPSEKKPSDSLPVLAELAAQE I

MRSYQKPPQ
NTDB id 282512 C7M18 RS14435 WP 160216833.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDNTGSLSDTKKEFRPEKKSDSLPVLAELAAQEMRSYQKPQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQP.Q 79
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!* !!*!!*!!!*!!!!!!!!!!!!!*!!!!**!

logo

S
TQPQQSSVQPQLMQQS I STSLPAGIPDGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTF

NTDB id 282512 C7M18 RS14435 WP 160216833.1 TQPQSSQPQMQQSITSLPAGIPDGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTF 160
NTDB id 79 BSU 14240 NP 389307.1 SQQQSVQPQL.QSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTF 158
consensus *!*!! !!!**!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MQSL IKMYPEVKKPYRGQYI LEGE I ESQSAEETASAENTAENDTAAE
NTDB id 282512 C7M18 RS14435 WP 160216833.1 MQSLIKMYPEVKKPYRGQYILEGEISQETAETANDTAAE 199
NTDB id 79 BSU 14240 NP 389307.1 MQSLIKMYPEVKKPYRGQYILEGEIESAESANE...... 191
consensus !!!!!!!!!!!!!!!!!!!!!!!!! ******

X non conserved
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X ≥ 50% conserved


