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VAR PRI RS O T A R

RELICYCPERRSFLRLSHITIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRL
RELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRL
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LLHEARTESEL TEVIRAES VAL T ol AL KR

RLLFYEKRQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGIKRAPIRFSAVLQQCKLHIHNKNIALRIJECSE
RLLFYEKRQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGEKRAPIRFSAVLQQCKLHIHNKNIALRSECSE
N e

ELEAORL R LRTHEVNEA (L RS

ECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIH MQDLIERDRSCFIE 373
ECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIH MQDLIERDRSCFIE 373

X non conserved
B similar
> 50% conserved
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