
logo MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLR IRPLKIG IMSDI LQHAEKAEQVGI
VSKSKLREAVVLFTRRL

NTDB id 28216 LPC RS00715 WP 011945329.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGISKSKLREAVVLFTRRL 85
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logo DYLACLKAREVR IDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSHYVNNQPSTVSSVKPMNSFDSHPEPLLP
NTDB id 28216 LPC RS00715 WP 011945329.1 DYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSHVNNQPSTVSSVKPMNSFDSHPEPLLP 170
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logo IYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE
NTDB id 28216 LPC RS00715 WP 011945329.1 IYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
NTDB id 1286 LPP RS00740 WP 011212783.1 IYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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