logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

281799 LL14B4 RS02020 WP 010905314.1
597 KW2 RS01935 WP 021036727.1

498 SM12261 RS01980 WP 000282464 .1
526 SMSK321 RS08825 WP 000282440.1
158 SP RS09595 WP 000282442.1

268 KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

281799 LL14B4 RS02020 WP 010905314.1
597 KW2 RS01935 WP 021036727.1

498 SM12261 RS01980 WP 000282464.1
526 SMSK321 RS08825 WP 000282440.1
158 SP RS09595 WP 000282442.1

268 KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

281799 LL14B4 RS02020 WP 010905314.1
597 KW2 RS01935 WP 021036727.1

498 SM12261 RS01980 WP 000282464 .1
526 SMSK321 RS08825 WP 000282440.1
158 SP RS09595 WP 000282442.1

268 KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454.1

consensus

IYNM L R e oA R LD

LIGRLTSEPE KTNDKSRT

KBJQNGEREADFVN
KBJQNGEREADFVN
KBJQNGEREADFVN
KBJQNGEREADFVN
KBJQNGEREADFVN
KBJQNGEREADFVN

RSO0 ERT

VLWG LAE LASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VWG LAE LESYAEKGSL S DGE RTR|

S
INGEREADF B
ISGEREADF [

* | * %k

A0 VTl Lt Ry

Pl skosk sk sk ok | * B I B B

NMTDJS QKHYVTE IRG L SMD|NRASHVNT TINLIRSATK . .
LLESRARRAIRR EREY G

KNGQMNYVTEVLVTGFQLLESRAQRAMRENN

Nk cQEIYVTE LIXNSFQLLESRAQRAMRENN
BK GUp¥:| VTEVLEREFQLLESRAQRAMRENNEE D

TIEEE 11 ok ok ok oK oK ok oK K oK K K K K K K

e

170
172
129
129
131
131
131
131
131
131
131
131

X non conserved
B similar
>50% conserved

.?NFN:NQSN
NEEN QEERR VAR A DNSTTTEQBG-SQNFNSNQSNGSQ ....... QSGFTSPQQTGNAPAANNTQADP
N3N QEIEINR VERARAYQ AES VFIRIP RN GGSGS . . . . . GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP

VLWGRLAET ASY KGSLIS DGELRTR]

Dkotor LU Dkorskork aokok LD aokkorkok ) 11D R

=Qv e SN O SARSISINO-SN \ISESS D]

SYNTE ST

1563
155
116
116
118
118
118
118
118
118
118
118



