
logo MLLKSRHRSLHQSGFSMI EVLVALLL I S IGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA
NTDB id 281460 C7T90 RS23735 WP 023132294.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TQSDFFKAKGASAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLKMSDYYICRSSKPGDCDGKGSMLE IRLAWRGK
NTDB id 281460 C7T90 RS23735 WP 023132294.1 TQSDFFKAKGAAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLKSDYYICRSSKPGDCDGKGSMLEIRLAWRGK 160
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGK 160
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGACVNAADSSADTSLCYYTLRVEP
NTDB id 281460 C7T90 RS23735 WP 023132294.1 QGACVNAADSSADTSLCYYTLRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 QGACVNAADSSADTSLCYYTLRVEP 185
consensus !!!!!!!!!!!!!!!!!!!!!!!!!
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