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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALAT...EEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 281055 C7S18 RS21395 WP 106893486.1 LDLRQAPIKLVEEKLIQQHRAMPLFKRGNRLFVGISDPTNLRALDEIKFQAN.....LPVDPIIVPEDFLEKAIESALAG 152
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIA...............KEFAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLR 540
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLN...............KELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYR 537
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEIS....QDELA..NLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLR 215
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEIN....QDELA..GLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLR 215
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEIN....QEELA..SLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLR 215
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQELGE.GQEEEESH..............TLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFR 205
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDLEGLEISADDE.....DQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYR 224
NTDB id 281055 C7S18 RS21395 WP 106893486.1 VDQLNQQLGGDEDEGLEGMELGDDEDLDDA...AQGGNDSGVDDTPIVKFVNKCLLDAIKRGASDIHFEPYETLMRVRFR 229
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFN..........DEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYR 219
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNFD..........TEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYR 219
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NTDB id 1028 TT RS08215 WP 011173991.1 IDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIP 618
NTDB id 1306 DR RS10060 WP 027479822.1 IDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIP 615
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANL 294
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAAL 294
NTDB id 1293 VP RS12240 WP 005479695.1 CDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASL 294
NTDB id 1110 NGFG RS09235 WP 003689817.1 VDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASL 285
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKL 303
NTDB id 281055 C7S18 RS21395 WP 106893486.1 LDGILRPVANAPVKLAPRIAARIKVMAGLDIAERRLPQDGRIKLNISK.AKSMDFRVSTCPTLFGEKAVLRILDASAAKL 308
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAML 298
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAML 298
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NTDB id 1028 TT RS08215 WP 011173991.1 EIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLT 698
NTDB id 1306 DR RS10060 WP 027479822.1 ELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMT 695
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFG 374
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFG 374
NTDB id 1293 VP RS12240 WP 005479695.1 DIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFG 374
NTDB id 1110 NGFG RS09235 WP 003689817.1 NIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLT 365
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLT 383
NTDB id 281055 C7S18 RS21395 WP 106893486.1 GIDKLGYEEEQKGHFLDAIHKPYGMVLVTGPTGSGKTVSLYTALNILNTDAVNISTAEDPVEIRVHGINQVQQNAKKGMT 388
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLT 378
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLT 378
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NTDB id 1028 TT RS08215 WP 011173991.1 FARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVR 778
NTDB id 1306 DR RS10060 WP 027479822.1 FARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVR 775
NTDB id 1168 A1552VC RS11070 WP 000957200.1 FAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLAR 454
NTDB id 1401 DSB67 RS12665 WP 010643259.1 FAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLAR 454
NTDB id 1293 VP RS12240 WP 005479695.1 FAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLAR 454
NTDB id 1110 NGFG RS09235 WP 003689817.1 FAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLR 445
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLAR 463
NTDB id 281055 C7S18 RS21395 WP 106893486.1 FAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHFVLSTLHTNDAPQTVARLMNMGIAPFNITSSVTLITAQRLAR 468
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLAR 458
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLAR 458
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NTDB id 1028 TT RS08215 WP 011173991.1 RVCEHCKVEV.KPDPETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKE 855
NTDB id 1306 DR RS10060 WP 027479822.1 RVCSECKQPT.NADPEVLRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRD 852
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLCKHCKIAV.RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIER 528
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLCPYCRQPQ.EPNSQLQH.IGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEK 527
NTDB id 1293 VP RS12240 WP 005479695.1 KLCPYCKQPQ.EHTVQLQH.LGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEK 527
NTDB id 1110 NGFG RS09235 WP 003689817.1 RLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILD 524
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILK 540
NTDB id 281055 C7S18 RS21395 WP 106893486.1 RL.HDCKRPI.RIPREALLAEGFKEDEVD..SMTLYEAVGCSGCN.DGYKGRVGIYQVMPMTEEIQKVILHGGNAIQIAE 543
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAA 536
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAA 536
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NTDB id 1028 TT RS08215 WP 011173991.1 IAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 VALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 LAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 VAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 281055 C7S18 RS21395 WP 106893486.1 IAK.RNGINDLRQSALLKCRNGFTSLAEINRVTKD 577
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
consensus ** !***** ****!* *!*!** !***** *

X non conserved

X similar

X ≥ 50% conserved


