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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 281054 C7S18 RS18980 WP 106893042.1 MARQ..NALVIDDEPDIRELLVLTLTRMGLAVDTAGTVKEALERLAQHRYDLCFTDMRLPDGSGQEIIEFVAKHQPSMPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MSRQ..KALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD........NKNQNYQGFIGSSQTMQAVY 143
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT.........TENALENKLLIGRSLPIQQLR 151
NTDB id 281054 C7S18 RS18980 WP 106893042.1 AMITAHGNMDAAVTALKAGAFDFVTKPVDLSVLRRMVNSALKLGEPKKPDAGRSPAATGVAQGPVASRLIGQSAAMQQLK 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA............EEAPVDNRLLGESPPMRALR 146
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 RTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAA 223
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSA 231
NTDB id 281054 C7S18 RS18980 WP 106893042.1 ATVAKVARSQAPVHIFGESGTGKELVARLIHEQGPRAGGPFLAVNCGAIPTELMESEFFGHKKGSFTGAVSDKDGMFVAA 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 NQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAA 226
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPL 303
NTDB id 1045 H0N27 RS16330 WP 168727019.1 HGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPL 311
NTDB id 281054 C7S18 RS18980 WP 106893042.1 NGGTLFLDEVADLPIHMQVKLLRVIQEKAVRPVGSTAEATIDVRILSATHKHLEHLVAEGRFRQDLYYRINVIELRVPAL 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPL 306
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 RARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAP 383
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS 391
NTDB id 281054 C7S18 RS18980 WP 106893042.1 RERGEDIPILANAYLARMAADWHLDRIDLDSSALDELSRYDFPGNVRELENILERAVALCDEHTIRAADLGIGANRSDVA 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS. 385
consensus !*!**!****!* *********** **!*************!!!!!*!*!*******!*** *! * *! ** *** *

logo

I
N
P

N
P
F
R
L
A
S
L
AAQS IQE

T
T
P
L
VAAEH

Q

D
P
E
E
G
N
Q

G
K
A
A
D
V
K
P
S
D
K
L
V

G
H
L
S

D
P
E
P
S
I
A
D
E

D
G
N

F
L
P
E
D
G
RYVLAWEDMNSTI EKRDQKI

L
A
L
I
E
I
L
M

E
N
QAI

L
A
N
E
E
M
A
C
T
D
H
Q
R

G
N
WNI

K
R
P
T
A
K
L
RAAEKQTKYRLDGI

L
M
V

S
T
P
F
S
R
A
T
S
I
M
L
Y
R
R
YKRLQKTKFWLNGEILVKDTVEKETEKEQ

NTDB id 1157 A1552VC RS03895 WP 001888250.1 INRAL.......PLAHENKVSVHEI..FP..LWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKE 452
NTDB id 1045 H0N27 RS16330 WP 168727019.1 NPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQ 471
NTDB id 281054 C7S18 RS18980 WP 106893042.1 PPRLL......EPV.EDEGDPDGDPADLEGYVASIERKAIIEALAATQNNKTKAAERLGISFRALRYKLKKLGV...... 465
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...............QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID..... 445
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 KER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EV. 473
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