logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
281040 C7S18 RS09295 WP 106891299.1
1205 PSJM300 05545 AFN77183.1

consensus

MATKK. .. .. KTNFDDITKKYGA MRLG

>

LA

GSL
GSL

AKK_ .,K,_%.K_;.E.E,ii%w%é‘éﬁﬁm@éﬁ@ gK‘SF KN%VBLDBTAE%YEW

.ANQKMSV
.AEQKMQV

.MAKK..... PKKLEEISKKFGA IMRLG

.MAKK..... PKKLEEISKKFGA INVIANERR . AEQKMQV GSL
.MAKK..... PKKLEEISKKFGA INUANCERR . AEQKMQV GSL
.MAKK..... PKKLEEISKKFGA IRVIANERR . AEQK GSL
.MAKK..... INIANCERR . AEQK GSL

.MAKK..... INIGANERR . AEQK GSL
.MAKK..... VANERE . AEQK GSL
.MAKR..... UIAREEER . AEQK GSL

.TDTR
.VDTQ
....... MSKDATKEISAPTDAK .SKLD
.................... .EVEQ
.................. .QVEK
.................. .QVEK

GSL LD
GSL LD
GSLELD
GS

GSL
GSL

NRNI DD DD DI D

.......... GSL
MAENKKSSKNNTV. .VKQVEP GSL
.................... IEKNFGKGEIM GSL
.................... TEKNFGKGEIM GSL
.................... IEKNFGKGEIM GSL

GSL
GSLBLD
GSLEJLD
GSLJLD
GSLQLD
GSL LD
GSL LD

kD bkl Exl 1

NN NN N nnn nkln v KN NN N NN NN N

i



V
|

logo

105 AT o DR o el W E e ) AL

EIYGPESSGKTT B 154
EIYGPESSGKTT ANAQKEGGIIAF IDAEHALDPIY ATNAL G VN SQPD 153
EIYGPESSGKTT ANAQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANk GIIAF IDAEHALDPIAY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxEcGIIAF IDAEHALDPIAY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIAF IDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxEcGIIAF IDAEHALDPIAY ATNAL G VN QPD 153
EIYGPESSGKTT ANHQxINGGI#IAF IDAEHALDPIAY ATNAL G VN SQPD 153
E YGPESSGKTT AINIQENGGEIAF IDAEHALDPYAMNLGVN ELL SQPD 138
EIYGPESSGKTT ARAIQKMcGplA IDAEJA DPESYAWNLGVN D LL SQPD 140
BEIYGPESEGKTT ANAQKMNGGIEAF IDAEHALDPYYY AL GVNDELL SQPDJGEQALEIY 152
EIYGPESSGKTT AFEQKNGGY¥AF IDAEHALDRESY ARSNL G VNQD L| SQPDIYGEQALEI) 139
EIYGPESSGKTT AREQKINGGMAF IDAEHALD|gY ARSILGV J I SQPD GEQALEI)M 141

¢

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

EIYGPESSGKTT AIGOKINGGAAAF IDAEHALDYRIY AISHLGV i) L SQPD GEQALEI)H 141
EIYGPESSGKTT AJINQKWGGIWNAF IDAEHARGDIUEIY AINSLG N EL  SQPDYGEQALEIA 148
EIYGPESSGKTT AWAQK[STFYNEAF IDAEHALDPWYY AL GVNJDELL SQPDRGEQALEI[® 156
EI GPESSGKTT VGAEF DAEHAJIDPY AL G V]S SQPD GEQALEI( 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAEF DAEHARDPMY AISL G V]S SQPD GEQALEI( 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT \UAF DAEHAIDPYJY ARSSL G V)Y SQPD GEQALEI 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INSAFIDAEHALD\ENY ADISL G V]S SQPD GEQALEIR 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ISERERGRICI G, SQPD GEQALEI 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI( 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDEIGEQALETHA 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDRNGEQALETIH 139
NTDB id 281040 C7S18 RS09295 WP 106891299.1 EIYGPESSGKTT SQPD GEQALE P 139

NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIN 139
consensus For Tk DUTERD D R T skl Dok Tx DLDxbobe DL T lhskkorkrk kb DLr D Dk Lok % cok Dkrr | x

H



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
281040 C7S18 RS09295 WP 106891299.1
1205 PSJM300 05545 AFN77183.1

consensus

NG

V DSVAALMPKAEI
VVDSVAALWPKAET
VVDSVAALWPKAET
VVDSVAALWPKAET
VVDSVAALWPKAET

VV DSVAALWPKAETI

VDSVAALWYPKAET

s LLLLEL Dkl

50, v LG Sl ol

G MGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIBJGLQAR
GDMGDNHVGLQAR
GDMGDNHVGLQAR
GDMGD[NHVGLQAR
GDMGDS  GLJIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD [BJGLQAR

MGDSH GLQAR [@
MGDSH GLQAR [#

MGDSH GLQAR
MGDSH GLQAR
MGDSHVGLHAR
MGD HVGLQAR
EREE |

KT Lkor e Lkl |

T
T

KNANC

k% x xk kx

NN

A F

Tk |

I

233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218
218



ORNAR: 2t OETRVRONOAC Rl Y 5o Flamr vl AN

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS

312
SDLDEREKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLDEREKIMA[CTANEN(K 311

OUUNXNNXWWNZ

NTDB id 453 Spy49 1753c ACI62003.1 BMIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IYGEGIS SDLGINEQIYACVNTAERN 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS 292
NTDB id 625 LCA RS02525 WP 011374196.1 IRIAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMRISLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS i} IYWNEATIMKEIGAW - S YN 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF IIMYGEGIS|WAGEL b WASUDIINKBIGAWYSYN 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRITGS. . ..I.KKG KV KNKVAPPF IIMYGEGISIINGEL ] MWD IINKHGAWYSYN 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF IIMYGEGIS|MAGEL b \WASUDIINKEGAWYSYN 294
NTDB id 1427 RS RS02760 WP 011000510.1 IRITGS....I.KKG KVVKNKVAPPF IYGG S RGE v 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK ANPF XARNMNNTIMYG Gi3Y IXNGEL |y 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. 1.KEG KVVKNK AJPF |XARNNNTMYG Gl INGEL ¥ 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF |XANSANTIRY GG N[MRGEL |y NKINGAWY SY[W] 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF XANRANTIRY GIAGIRVIRGEL |y (AIKINGAWY S Y[#] 293
NTDB id 281040 C7S18 RS09295 WP 106891299.1 R .. V.KRG| KVVKNKVAPPF [f]AB)Y TIIMYGEGIS [AGE | 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
consensus kD Dok | x * ckockok bk DLl D x koo Dok bk * % * kxok 1D okoskok |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
281040 C7S18 RS09295 WP 106891299.1
1205 PSJM300 05545 AFN77183.1

consensus

o] el s

N LDDSEVAETEEET. . TASK . TKAKAKKEEKAVETEEIELELED. .
K IDGEEVSEQDTEN. .KKPE. . . . . PKKEEA. .VNEEVPLDLGDEL
K IDGEEVSEQDTEN. .KKBE. . . . . PKKEEA. .VNEEVPLDLGDEL
K IDGEEVSEQDTEN. .KKBE. . . . . PKKEEA. .VNEEVPLDLGDEL
K IDGEEVSEQDTEN. .KKBE. . . . . PKKEEA. .VNEEVPLDLGDEL
K IDGEEAAE....S. .KKBE. . ... VAQVDS. .VNEEVTLDLGDEL
K IDGEEIAE....S. .KKBE. .. .. AAQVDS .VNEEVTLDLGDEL
R LEESEEESAMAVA..SE........E....... TDDLALDLDNGI
K IEEDNTEEKQSSK. .EK........ ETDEK .ADKNLVLELDDTI
Q DNNGVVQQQAEET. .QEEL. .EFE.E. .. .....covornnn...
N SDVPEEDLPTTED. .E.QI..NILPDDST..... EE.........
MAATRAGNAGEAPALAPAPAAPEAAEA . . .. oot et

QNSMEMEGMISG. .SEDDE. .GEB. . .« oo e oo e oo e

ESIMSNEEIMP. .LPDEP. .LEME. ... .. ...,

ESIMSNEEIMP. .LPDEP. .LEBME. . . . .\t o et

NTLESNPNSVL. .KATASDSNDESDVEEFSE. . ...... EEL........

ALNEWEMHITE. .GT...... QBETDGERPE. . ... ... E.vvnnnn..

ALNEMEMHITE. .GT...... QBETDGERPE. . ...... E.ovvvnnn..

ALNEMEMHITE. .GT...... QBETDGERPE. . ...... E.onnnn..
EHLEMTPMGAV. . TLA.EEVEED. . . . oot ot e e e e
EMLLNPENMQL. . IAETSSAADBVEFGAVPE. .. ... .. EF.........
EMLLNPENMQL. . IAETSSAADBVEFGAVPE. .. ..... EF.........
EQLLTKASDQT. . AA .HDETEEBPDLLE. .S. ..ot otee e
WEQLLTTGTNGA..VQ.I.EDEE®PDLLL. .E........ S
AKLLIARGGPA. . AATADA. .GEDD . . o o\ oo oo e e e
AKLLMTSANTK . . ATPVAEDLABADT . o oo oo v e e e

* %

LEX_Ex AéENbpﬁEQEE~,EBAEKEEAAVVNEFV LPLeDEL

387
382
382
382
382
378
378
374
379
348
355
363
343
347
347
343
372
348
348
348
352
354
354
349
349
344
347



logo

EIELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 ...... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 EIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 EIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 EIEIEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIEIEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 EIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 ELED.. 383
NTDB id 115 BSU 16940 NP 389576.2 ...... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ...... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ...... 363
NTDB id 1245 Cj1673c YP 002345041.1 ...... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...... 347
NTDB id 1211 C694 RS00795 WP 000963128.1  ...... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1  ...... 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ...... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ...... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ...... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1  ...... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ...... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ...... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ...... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ...... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ...... 349
NTDB id 281040 C7S18 RS09295 WP 106891299.1 ...... 344
NTDB id 1205 PSJM300 05545 AFN77183.1 ...... 347
consensus

X non conserved
B similar
> 507 conserved



