
logo

MM
N
A
T
E
H
M

Q
S
T

A
Q
R

A
P
Q

K
L
S

A
I
VL ILVVDDEEPDI

L
C
R
E
L
TLLMYQE I

L
MTLAGLREMKGI

L
Y

D
K
R

V
T
E
H
R

A
L
SAARYNRTVAEKQEAKRQEQLFLTAAQREFQHKPYFDALVVC I

L
S
TDLMNRLPDGFSGMLEDLLVHKQDHYI

L
V

Q
R
SQNQRHQYRPNQRETRP

NTDB id 280788 C7H73 RS04380 WP 106845528.1 MNTHTAASILVVDDEPDLRTLYELTLLREGYRVEAAATVAEAREQLAAQKFDVVISDMRLPDGFGMELLHDLRQQQRRER 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
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NTDB id 280788 C7H73 RS04380 WP 106845528.1 CVVMTAYGSADNAVEALRAGAFDYLTKPVDLKQFRAVVASAIQGIGGVPAPQRGARVRPAALASQDAMGRLIGESAPMRA 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP.............EAEEAPVDNRLLGESPPMRA 144
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE..........HDTTENALENKLLIGRSLPIQQ 149
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NTDB id 280788 C7H73 RS04380 WP 106845528.1 VKDRIAKVARSMAPVLVRGESGTGKELVARALHASSQRASGPLVAVNCGAIPENLLEAEFFGARKGSYTGASQDREGFFQ 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQ 224
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLIL 229
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NTDB id 280788 C7H73 RS04380 WP 106845528.1 AARGGTLFLDEIGDLPLAMQSKLLRAIQERSVRPLGSTQEEAVDVRIVSATHRDLAADVLGGRFRQDLYYRLNVIEVLVP 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVP 304
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILP 309
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NTDB id 280788 C7H73 RS04380 WP 106845528.1 PLRERREDLPALCAALLARIQEDSHIAVPPLTDTAMQQLARHPLTGNVRELENLLHRAVALSDGRELHIEDPAPGTACPP 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA 384
NTDB id 1045 H0N27 RS16330 WP 168727019.1 PLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRAN 389
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NTDB id 280788 C7H73 RS04380 WP 106845528.1 GSAPGAPA.........AASAAACEMPGDLQAWLDQQEREILVRALHESGFNRTAAAARLGISLRQIRYRIARLDIAMPQ 471
NTDB id 1473 PAKAF RS24000 WP 003094694.1 S................QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTET 469
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NTDB id 280788 C7H73 RS04380 WP 106845528.1 GGDEHGDAQ 480
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EQEV..... 473
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