
logo

MAS
M
R
A
M
G
S
L
VNKVI ILVIGRNLGNQRDPDEMVRTYFMPSNGGDEQAVCATNI

L
V
F
R
T
S
I
VATTSDERSTWRNDRKAMNTGQENQRRKVEAKVRTEWHSNRVIVTLFMF

N
Y
G
R
R
K
Q
LAEVIVAGEQYLRKKGGSKLQVYI

L
V

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 280787 C7H73 RS03005 WP 106845304.1 ..MASVNKVIIVGNLGRDPEMRTFPSGDQVANVRIATTDRWRDKNTGENKEATEWHSVVFNGRLAEIVGQYLKKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.GAPYDEGYGQSQ.EAYQRPAQQSRQPA...PD..... 142
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.GAPYEEGYGQSQ.EAYQRPAQQSRQPA...SD..... 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNV.PAQQGSWGQPQQPAKQHQ.......... 149
NTDB id 280787 C7H73 RS03005 WP 106845304.1 EGSLRTRKWTDQSGQERYTTEIRA....DAMQMLGSRQGMGGQGGGYDESFGGDSGGGYEAPRRPPAPAP......APAR 148
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGG........NQGSGWNQAPAQTNYNQGGYSDNYAQN 146
consensus !!****!!**** !**!******* **!!**!* *** ** *** ** * *** * ***** *
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ..APSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ..APSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ......PMQQSAPQQ.YSQPQYNEPPMDFDDDIPF 177
NTDB id 280787 C7H73 RS03005 WP 106845304.1 SPAPAAPAARPAPAPMAPPPRAASGFDDMDDDIPF 183
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPA.QKPAAQAEPPMDNFDDDIPF 180
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